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Abstract: The study was aimed at establishing a reverse transcriptase PCR (RT-PCR) to differen-
tiate swine bovine viral diarrhea virus (BVDV) and classical swine fever virus (CSFV) for the in-
vestigation of BVDV from swine in Fujian province and combined infection of swine BVDV. Ac-
cording to the conserved gene sequence of BVDV 5'-UTR,a specific RT-PCR was established and
then sensitivity, specificity, repeatability were tested for the detection of BVDV in 458 clinical
samples from 42 swine farms in 9 regions of Fujian province. Then according to the reference CS-
FV,porcine reproductive and respiratory syndrome virus (PRRSV), highly pathogenic PRRSV
(HP-PRRSV) , pseudorabies virus (PRV) and porcine circovirus type 2 (PCV-2) were detected in
BVDV positive samples. The results showed that sensitivity was determined as 0. 1 TCIDs,
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BVDV. In addition, all negative controls such as CSFV, PRRSV, HP-PRRSV, PRV, PCV-2 and

porcine parvovirus virus (PPV) showed negative detection in the specificity assay. Both sensitivity

and specificity were repeated five times with similar results. The BVDV positive rate of swine,
swine farm and 9 regions was 10. 04 % (46/458),78.57% (33/42) and 100% (9/9) in samples by
sequence data,respectively,and the positive rate of 46 BVDV positive samples which infected with
CSFV,PRRSV,HP-PRRSV,PRV and PCV-2 were 91.30% (42/46),50.00% (23/46),41.30%
(19/46),63.04% (29/46) and 37.00% (17/46). These findings indicated that the method with

high sensitivity, specificity and reproducibility could provide an efficient tool for detection of

swine BVDV. The BVDV infection in swine was common in Fujian province. And it was combined

infection with other pathogens, especially CSFV.
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10 000 r » min ' B0 5 min,/NOMIAFE LB, H T #
M & F T, ] RNase-Free water % f# , o7 B gt 47
P s s — 75 C o AR
1.5.2 cDNA & e B DL iy AT S e ok
& cDNA: 5 RNA 1. 0 uL,5 X RT-Buffer 2. 0
HL,dNTP(% 2.5 mmol « L°') 0.8 pL., Random
primer(20 pmol « pL™") 0.5 pL, M-MLV Reverse
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C24V P He 7=y 5 3. I X IR

1. DL2000 DNA marker; 2. RT-PCR product of BVDV
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B 1 BVDV RT-PCR J i & R

Fig. 1 The results of RT-PCR amplification of BVDV

2.1.2 RT-PCR#U&#it% W5 uL RT-PCR
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Fig. 2 Sensitivity of RT-PCR detection for BYDV RNA
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Fig.3 Specificity of PCR detection for BVDV DNA
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x1 BVDVRMER
Table 1 The detection results of BVDV
i H JUE 4 A IV i T
Items Organ samples Blood samples Swine farms Regions
P Bt ) Detection number 160 298 42 9
BH 4 % (¥ &) Positive number 22 24 33 9
FHYE# /%  Positive rate 13.75 8.05 78.57 100

2.3 BVDV [H# AP HMFEZHKN

XF 2.2 v 46 iy BVDV BHYERE i 17 Ho A 75
FR 998 JEL 2 K60 , 45 @ 7 46 5y BVDV B PR RE & s
CSFV.PRRSV ., HP-PRRSV ., PRV.PCV-2 [ [ ¥

A9k 91, 30% (42/46), 50. 00% (23/46)
41.30%(19/46),63. 04% (29/46),37. 00% (17/
46), B} BVDV 5 CSFV il [a] B Y K fe i . 1R 40
R A% B0 WL 2,

& 2 BVDV A& G CSFV . PRRSV . HP-PRRSV PRV #1 PCV-2 py#& Ul & R
Table 2 The detection results of CSFV,PRRSV,HP-PRRSV,PRYV and PCV-2 in BYDV positive samples

il i 25 5 Detection results ) 3 45 % Detection results
Sample No. CSFV  PRRSV HP-PRRSV PRV PCV-2 Sample No.  CSFV PRRSV HP-PRRSV PRV PCV-2
1 + — + + - 24 + — — + —
2 + + - + = 25 + - - + -
3 + — + + — 26 — — — + +
1 - - + + o+ 27 + + - - -
5 + — + — + 28 + + + + —
6 + - - - = 29 + = + -+
7 + — — — — 30 + — + + +
8 + + - + = 3l + + = -+
9 — + — + + 32 + + — + —
10 + + + + 4+ 33 + = + + =
11 + + — — — 34 + — + + +
12 + — + + — 35 + + — — +
13 + — + + — 36 + + — — —
14 + - - + = 37 + + = - -
15 + + + — + 38 + — — + —
16 + — + — + 39 + — — + —
17 + - - + 4+ 40 + + - + -
18 + = = +  + 4 + + + + -
19 + + - + = 42 + + + + -
20 + — + — — 43 + + — + —
21 + + + — + 44 + — — + +
22 — + — + + 45 + + — — —
23 + + + — — 46 + — — —

7 RN 2 S BH P — 7 2 R TG T 4 SR B 4

“—+” means positive result of antigen detection,“—" means negative result of antigen detection
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A BERHAE 2R Sl 10, 04% (46/458) . 5 Hifth 45 4y X
SR HRE Y 2L R B AR S A BVDV R
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JP g Ror W A @A M IR BVDV 30k 3k 7
GIFLPESE . 7E 46 4y BVDV B EEARE b, 1 )
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U T DA E A 5 10 e R BE R R 13, 7506 (22/
160) , 2 B 95 J 17 78 H0 X I A {3 4 o o EE 81 1Y
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WA MG IR BYDV P[] J e 1) 5 J5T 2% 46 I 45
REIR,46 4y BVDV [HEEH & H . 5 I8 BVDV 5
CSFV.PRRSV., HP-PRRSV,PRV ,PCV-2 4t 5 fif
I PR 5 DL 95 S A7 A6 AN [ A% B 1) B [ Je% e, i 4% U
BVDV fEIR G &Y b i) ff (A5 TR iF — 2B WF 58 . 46
Oy BHAYERE S b B & B BVDV B — R (1 B 42,
Horp 5 CSEV P[] 8% e 05 . O 91, 3006 (42/
46), B35 R AR B B T % BVDV 5
CSFEV P[] J& Je (9 1l IR B A, 3X 28 #8 55 J. Dahle
A0 R 45 N5 (). Dahle 25 78 08 R %6 h &
M BVDV 5 CSFV e 5 & AR M 2L 7). 4% U8
BVDV 5 CSFV tp Rl Ys i 81, 5 i IR b 2% (il
F1V5 % BVDV [ 58 40 i i R | A A %
B — 25T .

TR R

fret Sz 1 % 50 5% 98 BVDV 5 CSFV ) RT-
PCR 50 75 1 Sk v o e PR i\ R R MR AF . 16
FIFHEIR BVDV (9 50 5 57 JHG X e 7 5 4 e g

BVDV K by [7] J8 e 1) 9 i 2 A6 90 2 A 01 9 » ¢ R
fEE A A BYDV IO LB 3l . B 5 2 Foi 2
PrE], Horh 5 CSFV ) P[] J8 e 28 g e
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