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[ Abstract] Objective To discuss the over-expression and effect of the RNPC1 in patients with
leukemia. Methods The expression of RNPC1 gene in 54 patients with leukemia and 10 healthy as
control was measured by relative quantitative reverse transcriptase polymerase chain reaction (RT-PCR)
and western blot, then the results were measured by y*-test and t-test to compare expression positive rate
and intensity of RNPC1. Results Among 54 patients, forty-nine had the high expression of RNPC1 gene
(90.7%).The expression level of RNPC1 gene in acute leukemia patients was higher than that of health
controls(P <0.05). Conclusion Our results indicate that the expression of RNPC1 gene plays an
important role in the pathogenesis of acute leukemia.
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