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KIFEEESNEM CK19 1 MUC-1 mRNA K E R EIGFE X
071000 Ttk ® MEEL 22 BERL4—F £ &7, ) F, RFEX

[# =] H# HWiTKE(CRC) BEINA M AEA(CK) 19,35 [ (MUC) -1 mRNA 7K 4347 Wi & 5 I R
PURER KR, FiE  RSUE0 e B4 Wbk = N (RT-PCR) A6 20 ] fi e 4G 3 (@ BEZH ) .20 i K i B P B oeg e 3
( BPEPEREA) 2 90 i) CRC 23 (CRC 41) By4ME Il CK19 F MUC-1 mRNA 7K 4313 5 CRC I K7 ¥R 254 ( Dukes 43
W] IR GEAM R MU RTRD I E R, SR CRC 41 CK19 mRNA BHPEZR N 58. 9% (53/90) , ¥ T LAY 0 FI R
PEBRRLLIN 5. 0% ( 1/20) , 2% 54 G237 X (P<0.05) ; CRC 41 MUC-1 mRNA FAMEZE K 52.2% (47/90) , 5 FE 4114 60. 0%
(12/20) AR PEZRALAY 50. 0% (10/20) b, 22 R TG TTH#7E X (P>0. 05) 5 fdFEH A K PSR AL CK19 mRNA \MUC-1 mRNA
Pt 1 25 S5 127 L (P>0.05) . CRC " CK19 mRNA 1 MUC-1 mRNA P23 5 Dukes 43391 46 T8 B8 J 378 Ak % 7%
HHK(P<0.05) , H5HLFHLETI K (P>0.05), &€ CRC B FHNEIMF CKI9 mRNA FHPE R 8 7w, B AN i
CK19mRNA \MUC-1 mRNA 5 Dukes 438 b FE B Mo a5 R A5 56 7R W5 3 T REFE CRC kB R R A EEE X,
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[ Abstract] Objective To explore the expression of cytokeratin ( CK) 19 and mucin (MUC)-1 mRNA in the peripheral blood
of patients with colorectal cancer (CRC) and their relationship with clinicopathological parameters. Methods The levels of CK19 and
MUC-1 were measured by nested reverse transcription-polymerase chain reaction (RT-PCR) in the peripheral blood of 20 healthy hu-
man volunteers (Healthy group), 20 patients with benign colorectal adenomas ( Benign disease group) and 90 patients with CRC
(CRC group) . The correlations between levels of CK19 and MUC-1 mRNA and clinicopathological parameters of CRC ( Dukes stage,
differentiation, distant metastasis and histological type) were analyzed. Results The positive rate of CK19 mRNA was 58.9% (53/
90) of CRC group, higher than 0 of Healthy group and 5.0% (1/20) of Benign disease group with significant difference ( P<0.05).
The positive rates of MUC-1 mRNA were 52.2% (47/90), 60.0% (12/20) and 50. 0% (10/20) for CRC group, Healthy group and
Benign disease group with no significant difference (P>0.05). No significant differences were observed between Healthy group and Be-
nign disease group on positive rates of CK19 mRNA and MUC-1mRNA. The positive rates of CK19 mRNA and MUC-1 mRNA were re-
lated with Dukes stage, differentiation and distant metastasis, and non-related with histological type (P<0.05). Conclusion The
positive rate of CK19 mRNA in CRC increased, and CK19 and MUC-1 mRNA related with the Dukes stage, differentiation and distant
metastasis, which may play an important role in the development of CRC.
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Hgse M CRC U #5285 A B ¢ 5 40 FFr i
Yt A A ( Cytokeratin, CK ) Z G R IR T I
B ZH 2R 2 LA A0 200 R 4 v ) 22 B TR AR
1 ( Mucin, MUC) Z % & — 28 F S 7R 7 P () 48
JH 3 T M AR, v 5K % Y B SR B CK19
MUC-135 7€ i 98 1) % A5 F e B v ke #5 T7 3E 2L4E
FI13 . A CRC % mRNA 7K i o WLARHE | ik
AWFFE R #50 RT-PCR &1l CRC & 40 if
CK19 mRNA  MUC-1 mRNA 7K F, [a] B 3 81 95 &
mRNA 7KF-155 CRC i PRI BEFRFAE 1 5 5%, K 45
EWT

1 BBEFE

L1 —#FH BRI CASE 252 BB 2006 4 4
H %2007 472 AIIA R 90 4 CRC & (CRC 41) ,
b B 47 61, Lot 43 ) R IE I 35~65 %,
PEAERE 53 % ;Dukes 233 : A 3 18 5], B 11 20 4, C
HH 40 5], D #5 12 5] ; 20 212225 A0 R R S0 1,
FLIR I 40 5 oA RRBE . =404k 13 4, o fk
57 1 34k 20 1911540 B AEA R . AR
W (1) RIEZ TR EIAT; (2) &R F 12,
(i) s BB 20 {31 i 2 1A A 2 (A R 2R ) i 20 51K
BRI ER 3 ( RLPREGZE ) VRN BB fdt e . B bk
10 1], 2o 10 f], AR5l 28 ~60 %7, AL AR I 48
% BB AL . B 10 B, ot 10 B, 45 i
30~65 %, HALAEIE 50 %

1.2 E%ZiXA  TRIzol W H 3 [E Invitrogen 23 H],
DNA A Bl 057 Sl & s | ¥ | R €4
YT FEA PR/ ], RNase-free DNase [ ¢DNA & 1
&I H 22 [E Fermentas 23 A, Taq PCR Master-
Mix 14 F RARZN ], CRC 40 ARk AS44 i HEg K2
B 2= pe g it

1.3 3l #i&it =M GenBank, | 1 Primer
Premier 5. 0 # {11 CK19 MUC-1 1951%1, CK19
SMI G4 . i 5 -AAGCTAACCATGCAGAACCT-
CAACGACCGC-3" , Fiif 5 -TTATTGGCAGGTCAG-
GAGAAGAGCC-3" , Fil " 4 7 4 K & 1069bp ; P
519 . EiF 5 -TTATTGGCAGGTCAGGAGAAGA-
GCC-3" , % 5’ -CGCGACTTGATGTCCATGAGCC-
GCTGGTAC-3" , WA Y 4 7= ¥ 4 B 745bp., MUC-1
SMUEI¥ . FiE 5’ -ATGCCAGTAGCACTCACCATA-
G-3", T if 5 -CAGCCAAGGCAATGAGATAGAC-
3 WY B =K BE 510bp NG9 . 1 57 -C-

GTCGTGGACATTGATGGTACC-3" , Fi# 5’ -GGTA-
CCTCCTCTCACCTCCTCCAA-3’ , T4 14 7= ) K
J& 287bp, W2 B-actin: i 5’ -TCATCACCATTG-
GCAATGAG-3’ , Fii# 5° -CACTGTGTTGGCGTACA-
GGT-3" , WA 14 =Wy K & 154bp,

1.4 AFAOKERE RNA RS HRERZIRIT
FIF 25 RS R il R ik .29 4ml, & T EDTA $iL
BEE D, AN MR SR LT AN, o) A AL AN,
SRR I/ 2K B 2 Al B S RNA BEAS A A 1ml
TRIzol {835 /52 42 W FT 16 20 i 7 0 24 4, Jim A 200l
—AW BRI ZE S, VK L 2 ~ Smin, 120 0001/
min B0 15min, fllH_F3E BT EP &, In A S E
TS S 9B, 120 000r/min 5.0 10min, & b, %
FHTC A% B2 Wi 18 75% £ B8 i ULVE , DEPC 7K %5 i
RNA, fif#5 RNA ¥ H] RNase-free DNase [ AbBH, -
BOCIRAFE, RAEEAMI TS RNA 215 o)
£ 260nm 5 280nm W IR AT FEARL ( Ay g0 ) H
{ETE 1. 78 ~ 1. 99, 2% 3t Jig Wik 56 Jg R UK 1) 25 7 ¥ Bl
IS

1.5 ¢DNA & %% £ X RT-PCR ¥ 3% LA RNA N
Bk, R AT P %S PCR 9714, K & T,
CK19(%5 1 %) :94°C 1min,65°C 50s,72°C 2min,2°C
40s, 14 5 IR 94°C 50s,67°C 50s,72°C 2min,
72°C 40s, 918 25 NMEIR;72°C LAEM 10min, CK19
(%5 2 %) .94°C 50s,72°C 2min, ¥ 3 30 5 R,
72°C ZEAH 10min, MUC-1( %5 1 %) :94°C 5min,94°C
455,55°C 45s5,68°C 1min, ¥ 1% 35 MG ; 68°C LAk
{# 7min, MUC-1(%f 2 %) :94°C 2min, 94°C 45s,
55°C 45s,72°C 1min, JEFF 30 ¥;72°C A FEAH Tmin,
] DAAR I cDNA Ay B RE JE R K A B RE
1.6 PCR =M% 2 R 2% 3 BEWE BE S HL UK A
I PCR #3474, IR 5 Y, S8 F SR 7
745bp ., 287bp Ab i BLY 3 S5 3 A $E R CK19-
mRNA MUC-1 mRNA BHM:45

1.7 RHGEKR ALK RAFE) AS44 K20
Jakk , PR EE TR AL, A 0. 9% 4= BER 7K 10ml IR
5], WANEE T A0 A, 5 3 A A TR B 40
B, REIARAR 2 B2 AR 13107 D4,
KB B E 1x10°/ml  1x10°/ml  1x10%/
ml 1x10°/ml [ 1x10°/ml . 1x10"/ml 1 1/ml & 7 >
BRI B, R HUCAH Y RNA 5 CK 19 mRNA
A MUC-1 mRNA A RT-PCR 4347,

1.8 %5 R SPSS 11.5 R4,
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B LS FH X K 50 F Fisher 8 VI 2R 3E . L P<
0.05 HZESAHGIFE XL,

2 & B
2.1 X RNA X2 FHEURNA B Ay a0 THFE 1.78
~1.99 ZI], FH 2% BN BE I B vk BERS AR R 52

AR AT UL 28S  18S [ Wi 4577 , 2B RNA S5 A1
ali FE IR SR UE v TR ek, WL 1,

28S pumm
N S
-

1
Bl =k

,2:CRC BH A
% RNA H# A&k A

2.2 &4 CK19 mRNA #= MUC-1 mRNA [8 /M &5
A CRC 4HY CK19 mRNA BH: 3R 2y F Hofth 5 41
(P<0.05) {45 R EBR A AY CK19 mRNA FH
PERE R LGB L (P>0.05), 3 4 MUC-1
mRNA FHPER 22 5 BH 122 B L (P>0.05), UL
#1. K2 K3,

% 1 328 CK19 mRNA #= MUC-1 mRNA #9 Fax &
W[ #1(%) ]

CK19 mRNA MUC-1 mRNA

+ - + -

il n

{aRRZH 20  0(0) 20(100.0) 12(60.0)  8(40.0)
RAYEEEA 20 1(5.0)  19(95.0)  10(50.0) 10(50.0)
CRC 4 90 53(58.9) ** 37(41.1) "*47(52.2) 43(47.8)
T SRR L T P<0. 0555 RSO L # . * P<0. 05

M1 2 3 4 5 6 7 8 9 10

745 bp

M. AH X 43 F Jii 2 2 BE Y ( DNA marker) 5 1 BHP: X BB ;2. BH P %6k
M;3~10:CRC(3.7~8 & 10 MBHHEFRIX)

B/ 2 CRC %A &% X RT-PCR 7~ 4 ¥ CKI9
mRNA &) & ik

2.3 CK19 mRNA #= MUC-1 mRNA Fa & 55 K

287bp

M AR X 43 5 B 2 B ) ( DNA marker) 5 1; FH AT B 20 B
MR:3~10:CRC(4~5.7~10 KFHAPEZRIX)

B3 CRC %A £ 8 X, RT-PCR & 4 F MUC-1
mRNA #5 £k

TR A KW % % CRC H CK19 mRNA F1 MUC-1
mRNA [HE RIS Dukes 238 L TR A hb &
A K (P<0.05) ,HEHLIZER T K (P>0.05)
W2,

&2 CKI9 mRNA ## MUC-1 mRNA 8% 5 CRC
o RIRIAFAER X R[4 (%) ]

Il A R 2 4 n  CK19 mRNA + MUC-1 mRNA +
Dukes 471
A+B 38 12(31.6) 11(28.9)
C+D 52 41(78.8) 36(69.2)
SRR
e+ 70 37(52.9)" 30(42.9) "
ik 20 16(80.0) 17(85.0)
AL RS
X 50 21(42.0)" 17(34.0) *
H 40 32(80.0) 30(75.0)
G2 A
AR N 50  29(58.0) 23(46.0)
ASRARE 40 24(60.0) 24(60.0)

T SXPRTILEL, * P<0. 05

2.4 R#HEEAM  RT-PCR &l CK19 mRNA F1
MUC-1 mRNA R R 107°(1x10"/ml) , 1fi 107
2 (1/ml) B 20 B BB A I 1 B mRNA ) BH A
#ik,

3 4t i

CK19 MUC-1 B K Az S e Mo e 4% 1
SRR, HETE S B s . CK Rk IR T -
B JE FAZ AT B A h 22 )i R
KT B A 2L i b, T AR ) 2 4Urh sk = R
kP CK19 & CK KR EE WA Z—, MUC &
TR — 28 SR BLAEAE T B v 10 200 e 3% B B 1, 6
F YA 1q21 ~ 24 X3, A MUC-1, MUC-2,
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MUC-3, MUC-4, MUC-5a 1 MUC-5b 3£ 6 4~ &
AP E AN RGE TR MUC-1 5 52000 6 R 2%
Y1, [ A A0 & 1 & B0 MUC-1, 80N
AN I MUC-1 mRNA 1 k12 Wi 5218 T80 B 1 45
B i AR RIS CRC i PR s BEARAE A9 ¢ £
W B — ST

Saintigny 257 & B CRC 44 4MHE 1. CK19 mRNA
FHME R R 0 TR 4L, A CK19 mRNA 5 CRC
M EAER K, AWFIEFRB CRC 440 1K) CK19
mRNA PHH 35 8 T R 4, 22 7
it L (P<0.05), {H CRC 44MA I MUC-1
mRNA P 5 (R 2 A0 RO 4 1Y 22 R ¥ 5
P24 L (P>0.05) , #2758 MUC-1 fETAEN CRC 1%
RS AR E IR T — LT, AR RE
&P CK19 mRNA F1 MUC-1 mRNA [Pk R 5
Dukes 731 2 43 L2 A 52 (P<0.05) , Dukes 431
Hiec+D W1 KA LA E T CK19 mRNA F1 MUC-
1 mRNA [HME334 5 TXF N3 ( P<0. 05) , /R P
AIREFE CRC RAER T EAEZA/EN.

e FRIE T L 44U CRC PR & Hh e I
Bz VR SEPERRIC ) I 23k, T (] i 2 20— e
A LRRICY)  7E CRC AMNE I AP AG I 2 [ iz 20 41
FeSE AR IC Y, BI AT 2 W M55 85 . Oossterkamp
%[9]@}5‘3 RT-PCR , Northern blotting KT SR BE DL
TEIRARGE T N2 1 B 40 i B AR I R 40 ke 5 40
Z ' CK19 mRNA i &L, iF 55 A A A $8 2 CK19
mRNA S8 A I E7E A R St U5 e 4
JiL Hp RS HE AT SR VR B B AR B A R B
CK19 mRNA Fil MUC-1 mRNA 7€ £E A5 it 4b %% ¥ 1y
CRC Ah I BEME 3 T o b e e & 22 55 A
GiiteFiE L (P<0.05) , 78 CK19 MUC-1 A fg7E
CRC ¥R BAEZA/EM .,

2% bR, CRC ' CK19 mRNA FHERTHE, H.

CK19 mRNA MUC-1 mRNA 5 Dukes 433 4L 2
JF Rt RS A O, T REAE CRC R/E R B A HE

S 3k
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