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Abstract: Objective To study the geographical distribution of population density of Anopheles minimus and molecular
identification of the species since the 20th century in Guangxi Zhuang Autonomous Region for providing scientific data for its
prevention and control. Methods Data on An. minimus and malaria incidence from 1950s to 1990s in Guangxi were collected,
with the adult An. minimus collected in 2004 to 2010 in the Autonomous Region in the malaria endemic areas at different
longitude and latitude where An. minimus was previously the major vector and the collected samples identified by morphology and
PCR assay. Results It was found that of all of the 92 counties of the Region, there were 56 counties at different longitude and
latitude locations in which An. minimus existed from 1957 to 1998. An. minimus were collected in the villages of 36 counties from
2004 and 2007 where the insects were prevalent. Only 244 An. minimus were collected at the 40 surveillance sites of 20 counties,
and PCR molecular identification of the species revealed that An. minimus from Wangdian village, Baise district was of An. minimus
A. The insects collected from other sites were all of An. minimus C. The incidence of malaria in all the counties of the Region was
reduced to 0.1/10 000 after 2008. Conclusion Currently there exist two species of An. minimus in Guangxi, with An. minimus C
being the predominant species and An. minimus A about to die away. There is a substantial decrease in the population density and
geographical distribution range of An. minimus in Guangxi. It is likely that An. minimus will no longer be the major vector for
malaria in the region.
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Fig. 1 The relationship between the density of An. minimus and
malaria incidence at different times in 20 counties of Guangxi
Zhuang Autonomous Region
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Fig.2 PCR-ASA identification of An. minimus A and C,and of An. minimus and An. sinensis in Guangxi and Yunnan province
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