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[Abstract] Objective To study the carrying of type III secretion systems toxin gene exoS and exoU in 43 clinical
isolates of Pseudomonas aeruginosa (P. aeruginosa) and drug resistance. Methods The distribution of toxin gene
was detected by PCR, antimicrobial resistance of clinical strains was detected by Kirby-Bauer method. Results
Each P. aeruginosa isolate contained either ex0S or exoU gene, exoS and exoU was harbored by 37(86.05%) and 6
(13.95%) isolates respectively. Resistant rates of exoU-harbouring isolates to 9 kinds of antimicrobial agents were
higher than exoS-harbouring isolates, and there were significant difference in resistance to ceftazidime, ciprofloxacin
and levofloxacin between exoU- and exoS-harbouring isolates (P<C0. 05). Conclusion exoU-harbouring isolates are
far less than exoS-harbouring isolates, and exoU-harbouring isolates appear high drug-resistance.
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Table 1 Characteristics of PCR primers
B 51491751 S AL
exoS P15 = CCGGCATTCACTACGCGG -3’ +818— +835
P2 5 -GTTCGTGACGTCTTTCTTTTA-3"  +1370—+1 390

exoU P3 5"~ GGGAATACTTTCCGGGAAGTT -3 +141— + 161
P4 5'- CGATCTCGCTGCTAATGTGTT -3 +548— +568
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+818 === 1835 1362
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< N~
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573 bp

B 1 FFRIEE exoS ¥ 1 H B (BATINHN exoS)
Figure 1 Amplification segments of toxin gene exoS ( black

area was exoS)
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Figure 2 PCR fingerprints of exoS in P. aeruginosa
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Figure 3 PCR fingerprints of exoU in P. aeruginosa
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Table 2 Resistant rates of exoU-and exoS -harbouring

P. aeruginosa to different antimicrobial agents

(strain, %)

PHEZY) exoSHR=37) exoUHn=6) e P
CAZ 8(21.62) 4(66.67) 5.21 0.02
FEP 15(40.54) 4(66.67) 1.43 0.23
CRO 12(32.43) 3(50.00) 0.70 0. 40
CFS 10(27.03) 4(66.67) 3.69 0. 06
LVX 14 (37.84) 5(83.33) 4.33 0. 04
CIP 13 (35.14) 5(83.33) 4.93 0. 03
AMK 18 (48.65) 4(66.67) 0. 67 0. 41
PFP 19 (51.35) 5 (83.33) 2. 14 0.14
MEM 13 (35.14) 4(66.67) 2.15 0.14
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