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IMMS-ELISA: a test method for hemorrhagic fever with renal syndrome SU Xu ZHAO Fengding LU Li%kun et al.
Tianjin Municipal Center for Disease Control and Prevention( Tianjin 300011 China)

Abstract: Objective To establish a novel enzymedinked immunosorbent assay ( ELISA) method namely immu-—
nomagnetic microspheres( IMMS) ELISA to detect specific IgG in hemorrhagic fever patients with renal syndrom( HFRS) .
Methods The recombinant nucleocapsid protein( rNP) of SEO hantavirus was expressed by the recombinant strain E. coli
BL21( DE3) /pET32a-d.99S. Purified tNP was used as an antigen to establish three ELISA methods including indirect
ELISA capture ELISA and IMMS-ELISA for the detection of specific IgG in HFRS patients. The results of the three meth—
ods were compared with each other. Results The sensitivity and specificity of the three ELISA methods were all higher
than 90% and their coincidence rates were all higher than 95% . The sensitivity of indirect ELISA was 100% but its false
positive rate was 10% . The specificity of capture ELISA was 100% but its sensitivity was lower(92.5%) than that of other
two methods. The sensitivity and specificity of IMMS-ELISA were all 100% . Conclusion IMMS-ELISA is a simpler
safer and more accurate than indirect and capture ELISA method and easy to use in grassroots public health and clinical
medical institutions.
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Genotype analysis of varicella—zoster virus in Liaoning province WANG Yan MA Yan HAN Yue et al. Department of
Planned Immunization Liaoning Provincial Center for Disease Conirol and Prevention( Shenyang 110005 China)

Abstract: Objective To examine the genetype of varicellazoster virus in Liaoning province. Methods The serum

and throat swabs speciments were collected from 7 patients clinically diagnosed with varicella for the detection varricella—
zoster virus( VZV) IgM and the amplification of DNA of the open reading frame( ORF) 22. The DNA was sequenced and
analyzed with the data of VZV reference strains downloaded from GenBank. Results All the 7 patients were VZV IgM pos—
itive and the amplification and sequencing of 3 throat swabs( VZV001 VZV-002 VZV-005) confirmed the VZV. The re—
sults of ORF22 single nucletotide polymorphism( SNP) analyses showed that VZV-002 and VZV-005 had the same sequence

and

the single base transvertion was A—C. The sequence of VZV-001 had 2 changed bases suggesting the point mutation of

the gene. Compared with Dumas strain the 3 strains had 4 bases different on 6 key site and completely matched with P-Oka
strain. The 3 strains were identified as J genotype and the nucleotide homology was 99.56% —99.78% with P-Oka. Conclu—

sion

The genotype of 3 VZV strains detected in Liaoning province belongs to ] genetype.
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