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Genotyping of Salmonella spp. by 16S23S rRNA assay
ZHANG Dong<ang” YUAN Fei WANG Ping et al(~ Chinese Academy of Inspection and Quarantine Beijing 100123
China)

Abstract: Objective To develop a polymerase chain reaction-denaturing high performance liquid chromatography
( PCR-dHPLC) genotyping method for genotyping of Salmonella spp. Methods Specific primers of 16S23S rRNA in—
tergenic spacer sequence( ITS) region were used to subtype Salmonella spp. The PCR amplification products of experi—
mental strains were separated by dHPLC. The results of genotyping achieved through the differences between dHPLC
peaks and were comparaed to the results obtained by serological typing and biochemical typing. Results Totally 89 Sal-
monella spp. strains were successfully genotyped into 12 dHPLC types( D type) . All the Salmonella spp. strains had one
same chromatographic peak while other food-born pathogens showed no similar peak. DNA sequence analysis showed that
the sequence was 600bp. The results indicate that the chromatographic peak is specific to Salmonella spp. Comparing the
dHPLC genotyping results with those of serological typing and biochemical typing we found dHPLC genotyping results
were significantly differ from the serological typing results while were consistent with that of the biochemical typing. Con—
clusion DHPLC is a novel rapid highly accurate and cost-effective genotyping method for genotyping of Salmonella spp.
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) ( ) ; Direct-Q
( Millipore ) ; BSA 2248
( Sartorius ) 5
1.2 10 pg/mL S s
1.0 pg/mL  Li.Mg.Y.Ce.
Tl. Co 100 pg/mL  Sc+Ge.Rh.Bi
( Agilent ) s HNO,(
Merck ) JH,0,( ) (
=18.2 MQ) ; ( GBW10016
GSB -7 ) 7.
1.3
Alisma orientalis( Sam. ) Juzep. . Gynos—
temma pentaphyllum( Thunb. ) Mak. . Coix la—

croyma—obi L. var. ma—yuen ( Roman.) Stapf. .
Prunus mume( Sieb. ) Sieb. et Zucc.

1.4 ICP-MS 1 500 W



