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Membrane chip for detection of drug resistance gene of Mycobacterium tuberculosis WEI Shidu HE Min HE Xiao et
al. Scientific Laboratory Centre Guangxi Medical University( Nanning 530021 China)

Abstract: Objective To develop a rapid method for the detection of Mycobacterium tuberculosis( MTB) durg-resist—
ant genes of isonizai rifampicin streptomycin ethambutol pyrazinamide and quinolones. Methods We designed 12 pairs
primers and 54 probes by Oligo6. 0 constructed a gene membrane chip for MTB drug-resistant gene detection by the combi—
natiion of multiplex PCR and reverse dot blot hybridization and detected 52 clinical isolates of MTB. Results The 12
primes were divided into 4 reactons to establish a' multiplex PCR reaction system under the same conditions. Then with
reverse dot blot hybridization a gene membrane chip of 54 oligonucleotide probes was developed and the chip included 36
wild4ype probes 16 mutant probes and a positive and a negative probe. The sensitivity of the MTB drug—resistant gene
detection with the chip was 95.49% (41/43) and the specificity was 100% . Conclusion The gene membrane chip devel—
oped with the combination of multiplex PCR and reverse dot blot hybridization could be used to detect MTB drug—resistant
gene effectively and the method is rapid and convenient and with good sensitivity and specificity for grassroot application.
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Application time of antibacterials for gynecologic and obstetric patients druing peroperative period ZHU Shu-ping
GONG Jian HOU Hai-yan et al. Department of Obstetrics and Gynecology The Affiliated Hospital of Medical College of
Chinese People’ s Armed Police Force( Tianjin 300162 China)

Abstract: Objective
operative period for rational drug use among the patients. Methods

To assess the application time of antibacterials for gynecologic and obstetric patients during per—
Data of 300 patients undergoing gynecologic or obstet—
ric operation were randomly selected from June 2010 to June 2011 from a first-class hospital at grade 3 in Tianjin. The data
of application time of antibacterials was studied retrospectively. Results  Fifty-one patients with class | incision and 249
with class II incision had history of antibacterials use during peroperative period with anaverage usage time of 6.7 +2.9
days. Of all patients 61 were applied antibacterials at unreasonable time of which 21.31% without antibacterials before the

operation 19.67% with antibacterials 2 hours earlier before the operation and 14. 75% without additive medicine during the
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