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Abstract: A total of 273 virus samples of SMV were collected from 28 locations distributed in 13 counties of Hebei province in
2012. The isolates were biologically purified from collected samples and detected by ELISA and RT-PCR. Then,SMV isolates
were classified by the unified national identification system. Finally,67 virus isolates were obtained and 56 virus isolates were
identified to be SMV isolates by ELISA and RT-PCR. Base on the differential host responses to these isolates,these SMV iso-
lates were classified into 9 strains. Compared with previous studies, composition and distribution of SMV strains in Hebei had
showed some changes, however SC7 and SC11 were still popular strain ;the percentage of SC8 strain decreased ; SC12,SC13 and
SC15 were undetected ; three new strains SC1,SC3 and SC18 were first discovered in Hebei,and the development of SC3 strains

should be given more attention.
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Table 1 Responses of 10 differential soybean genotypes to 56 SMV isolates from Hebei ( including Beijing) of China
I [EES
. - FH# R
4 WEHE 11382 iFEE 30 B2 25 RAR
8101 Davis  Buffalo Kwanggyo 15 15
Group No.of  Nannong Youbian 30 Tiefeng 25 Zaoshu 18 Strains
Qihuang 1 Kefeng 1
isolates 11382
1 11 S S S S S S S R R R SC7
2 11 S R S S R R R R R R SCl11
3 7 S S S S S S R R R R SC6
4 6 S S S R R R R R R R SC3
5 6 S S S S S S S S R R SC8
6 5 S R S R R R R R R R SC18
7 4 S R R R R R R R R R SCl1
8 4 S S S S R R R R R R SC4
9 2 S R S R S S S S R S 135 Undetermined

R 7RI ;S #5800, R:Resistant; S:Susceptible.
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14.29% 14.29% F139.29% , i AThk 2359 R bR 5
BRZR (6 2) o ARHFFE M IT AL b X 343 25 15 3] 2012
SERIREE ST B 56 4, 0@ 8 Mk &R . HLMEMR R
ZHRAH LU, R S B4R e M AH X 35 9 1Y Bk & SC12,

SC13 1 SC15, {H H 3 T =7 YL M 55 W Bk & SCI |
SC3 F1 SC18, {H 15 13 & (1 & SC3 Sy ¥ WE T i 47 Mk
R UEEMALH R E I 5 UER RS A,
SC7 M1 SC11 {5k FE EHATHE &R, JF i o 35
19.64% ,1fii SC8 I ot L5 T [k 10. 71% , {H 73 4
FLBIATE SR 358 55, A7 VT RE JE B LN AT RE R AP,
SC3 i1 SC6 FEAS YA FE H T o5 19 LU 3]t AH X 45 v
JO7 e H A A TR 2R 1 T BE
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Table 2 Distribution and variation of SMYV isolates in Hebei ( including Beijing) of China

N [9]
RE 2002 ~2003 2012
Strains group 471 Total [ 3% Ratio/ % 41t Total I3 Ratio/ %
SC1 0 4 7.14
SC3 0 6 10.71
SCc4 3 10.71 4 7.14
SC6 2 7. 7 12.50
SC7 4 14.29 11 19.64
SC8 4 14.29 6 10.71
SCI1 11 39.29 11 19.64
SC12 3 10.71 0 0
SC13 3 10.71 0 0
SC15 1 3.57 0 0
SC18 0 5 8.93
44 Undetermined 1 3.57 2 3.57
411 Total 28 100. 00 56 100. 00
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