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Paternity determination by seven microsatellite loci for the captive hog deer
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Abstract; The hog deer ( Axis porcinus) is a Class 1 National Key Protected Species in China; the species has been extir—
pated within China. China has a captive population of only about 30, of which the Chengdu Zoo has 22. It is critical for
captive management within China to identify paternity relationships and establish the pedigree of the hog deer population in
the Chengdu Zoo. We used 7 microsatellites to genotype 22 live and 5 dead hog deer individuals from the Chengdu Zoo; we
identified potential 13 paternal relationships for animals in which maternity was already known. The exclusion method de-
fined 8 of the 13 father — offspring pairs. The likelihood method determined the remaining 5 pairs with a confidence level of
95% . Combining the result of this paternity test with the breeding records of the Chengdu Zoo, we constructed the genetic
pedigree for this hog deer population. Our result will serve as an important reference for the future artificial breeding strate—

gy and management of the captive hog deer population in China.
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Table 1 Locus name,primer sequence ,repeat motif,annealing temperature ,and GenBank Accession number for the 7 polymorphic microsatellite loci of hog deer

(= SIS (50 -37) EgcE] B kR GenBank & i¢ 5
Locus Primer sequence (5’ =37 Repeat motif Annealing temperature (°C)  GenBank Accession No.
F: GTCTGTTTCCTTTTCTTT
Apo -1 ; AC 50 EU620690
po R: TTTAGGTATCTTTCTTCCA (AC)a
F: AAACAAAGAAAGAAAACGTAGC
_ : GT
AP =2 ITTATAACACACGCAGGG (GT)a, 59 EU620691
F. AGAAAGGTTACCGACTC
Apo -5 : (GT)yp 50 EU620694
R: CTGCTGCATGAAGAATG
F: GTTCATTTGGGTTATTACTG
Apo -6 (AC) 1 55 EU620695
R: GAAAGGAGATAGGGAGC
F: CTTGATTTGTCCTACCCTCT
- : TC AC
Apo =7 R ACTATGCCATGCCCTAT (TC)s (AC)y 30 EU620696
F. AAAATGATAAATCGCTTGG
_ : CAG
Ape =8 ITTCGCAAAATGTCCAG ( )1 58 EU620697
F: TCATCACTCAATCCCTCTA (GT),;GAGTGT
Apo -9 ; v 54 EU620698

R: AACTTGACATTAACCCACT

GCAC (GT)
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Table 2 Patemity test results for 13 hog deer held at the Chengdu Zoo
T M E W E Y
NEWPATVS 5 CERVUS 3.0 45 T EE
% - T XF
AR HEBR S A B fx KT BERC AR
TR 5 B A Al BEALA Father — Mother —
Non-excluded The most likely
Offspring Sex Dam Candidate father Offspring relationship
sire calculated father calculated
determined by the
by NEWPAT V5 by CERVUS 3.0
paternity test
T15 M Female TS5 T1, T2, T3, T8, T9 T9 — T9 -T5 - T15
T20 i Male T12 T1, T2, T3, T8, T9 T9 — T9 -T12 - T20
T21 M Female T6 T1, T2, T3, T8, T9 T9 — T9 -T6 - 121
T24 i Male T 1 T1, T2, T8, T9 T8 — T8 -T11 - T24
T30 M Female T10 T1, T2, T8 T1 — T1 -T10 - T30
T32 M Female T6 T3, T9, T4 T14 — T14 - T6 - T32
T33 HE Female T15 T3, T9 T3 — T3 -T15 - T33
Tx i Male TI 1 T1, T2, T3, T8, T9 T9 — T9 -T11 - Tx
T14 I Male TI1 T1, T2, T3, T8, T9 T3, T9 T3 T3 -T11 - T14
T16 M Female T4 T1, T2, T3, T8, T9 T1, T9 T * Tl -T4 - T16
T17 M Female T6 T1, T2, T3, T8, T9 T2, T9 ™" T2 -T6 - T17
T18 i Male TS5 T1, T2, T3, T8, T9 T1, T9 T * T1 -T5 -TI18
T19 M Female T7 T1, T2, T3, T8, T9 T1, T3, T9 TL” T1 -T7 - T19

* RANBEAREN 95%
# assigned by CERVVS with 95% confidence
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Fig. 1 Pedigree of the captive hog deer population at the Chengdu Zoo in 2008
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