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Identification of pathogenic viruses infecting wax gourd
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Abstract According to the CP genes of Zucchini yellow mosaic virus(ZYMV) , Watermelon mosaic virus(WMV) ,
Cucumber mosaic virus(CMV) , Papaya ringspot virus (PRSV)and Squash mosaic virus ,(SqMV) , five pairs of spe-
cific primers were designed for RT-PCR. A total of 105 diseased wax gourd leaf samples with typical symptoms
collected from the main producing area were amplified with the specific primers. ZYMV, WMV, CMV and
PRSV were detected in the 95 diseased samples, and all the tested samples showed negative with SQMV. There
were different types of pathogenic viruses in different main producing areas. Complex infection is very common,
and 31.25% of them is mixed infection of PRSV and WMV, which is the most common one. No infection was
found by all four viruses.
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Table 1 Specific primers for detection of CP gene in the five virus pathogens by RT-PCR

G722 S F1YF51(5'—>3") P /bp

Primers Primer sequence Length of the amplified product
ZYMV-F CTTTGCAAATGGAGATGACCTGATACTT 1 193
ZYMV-R ACGGCACTCCTGGACAACTAACATAAAC '
WMV-F TGGATCCTGGGATAGGAGCAAG | 178
WMV-R TGTCGACATAACGACCCGAAATG

CMV-F GTCGTCCAACTATTAACCACCCAACC -~

CMV-R GATTTCTCCACGACTGACCATTTTAGC
PRSV-F AGGGAGTGAGGAATGATTATGGTCT 165
PRSV-R CTCCGTGTTTTCTTCCTTGTTACTG
SUMV-R TACAGTGGATCCATGGTTCTACTGC-

q CCAGAAATTCCTAGTA 1135
SqMV-F TACTTATCTAGAACCATGGAGCTAGATCTTGCGCAACT

R2 SHHEER PCR Y ESHY

Table 2 PCR amplification parameter for each virus

F IR/ C JZ )7 Bt |E] Reaction time

Temperature  7yMV WMV CMV PRSV ~ S¢MV
94 5 min 2 min 2 min 5 min 2 min
94 30 s 30 s 30 s 30 s 1 min
50 30 s 30s 30 s 30 s 1 min
72 70 s 90 s 40 s 1 min 150 s
72 10min  10min  10min 10 min 7 min
4 oo o co oo oo
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ik
35 cycles. ©o indicated reaction time was unlimited till the sam-
ples were taken out.
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bp
2000
1 000
a: ZYMV; b: WMV; ¢: CMV; d: PRSV; e: SQMV. M: DL2000 marker; P: BHH:X) Hf; HAUKIE 2 FeAt Rk
P: Positive control; The remaining channels are samples to be tested
E1 S#H#HEAMELREESSSNFaiE ErenER
Fig.1 RT-PCR detection results of partial wax gourd samples
x3 FZHXLZMFRMES FHRESH RI-PCR 45 R
Table 3 RT-PCR detection results of wax gourd samples from different areas
- B 288 %%Klﬁl%ﬁﬁ#ﬁ/% _ E’a‘f?’z%’é Fﬂlﬁfﬁ‘bﬂﬁ
}i{%ﬂﬁ S Number of samples with different viruses Mixed infection Positive rate
Site of samples  ZYMV ~CMV ~ PRSV WMV sqMv B0 EARRO6 G AR/
Number  Percentage Number  Percentage
2 Baiyun 7 3 3 2 4 0 4 55. 56 6 85. 71
% & Panyu 4 0 1 2 0 0 0 0 3 75. 00
i1 Qingxin 3 0 0 1 0 0 0 0 1 33.33
HifH Yingde 8 0 2 6 6 0 8 100 8 100
=JK Sanshui 7 0 3 2 5 0 3 42. 86 7 100
& 11 Taishan 5 0 1 1 3 0 1 20. 00 4 80. 00
%5 Xuwen 8 2 0 5 5) 0 3) 62. 50 7 87. 50
YL75 Jiangsu 9 6 0 9 4 0 6 66. 67 9 100
YL Jiangxi 7 2 0 2 4 0 2 28. 57 7 100
75 Shaanxi 6 1 6 4 0 0 5 83.33 6 100
¥ Hainan 11 0 0 6 2 0 2 18. 18 9 81. 82
#F Hunan 10 3 0 4 6 0 2 20. 00 10 100
J P4 Guangxi 16 7 6 8 7 0 7 43.75 14 87. 50
H X Chongqing 4 2 1 2 2 0 3 75. 00 4 100
411 Total 105 26 23 50 48 0 48 45. 71 95 90. 48
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