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The Research of 5'LTR Promoter Activity of Avian Leukosis Virus Subgroup K
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Abstract: In this study, we investigated the proliferation of avian leukosis virus subgroup K
(ALV-K) and the activity of LTR. An ALV-K strain was used to infect DF-1 cells and the LTR
was cloned into pGL3-Basic vector. The replication ability of the virus on ALV susceptible cell
DF-1 was evaluated by ALV p27 antigen ELISA, and the promoter activities of the LTR of ALV-K,
ALV-E and ALV-] strains were measured using a Dual-Glo Luciferase Assay System. The results
showed that promoter activity of ALV-K LTR was significantly lower than those of other exoge-
nous ALV in DF-1, CEF and 293T cells. The relatively poorer replication ability of ALV-K may
be related to its weak promoter activity of the LTR.
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Fig. 2 Nucleotide sequence alignments and motifs of the ALV LTR region
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Fig. 3 Replication of the ALV-A, ALV-B, ALV-J, and
ALV-K in DF-1 cells
2.4 7EDF-1 E&FH LTR BahiE R LR

76 DFE-1 40§ I % % ALV-K (GDFX0601)
LTR. ALV-J(HNO6)LTR,ALV-E (ev-1) LTR A
ALV-K(JSIICHLTR &% % 3K il iz 5 5k P 5 4 Jo
B 455 B x ALV-K (GDFX0601) LTR & 20 i ki
)9 6 B ARG SF 2 A X 3k B R T ALV
(CHNO06) LTR F1 T #4578 8119 LTR Jy 41 iR
PR ALV-K (JS11C1) LTR & 4 fi ki, H & T

Locations of putative transcriptional regulatory elements are indi-

ALV-E (ev-1) LTR(H 4),

[oN]
(=]
3

E& pGL3-Basic-GDFX0601-LTR
E& pGL3-Basic-CHNO6-LTR
E3 pGL3-Control

m pGL3-Basic
pGL3-Basic-ev-1-LTR

B /G13-Basic-IS11CI-LTR

B
S
"

IR BHE DA (FIE/R{H)

Relative luciferase activity (F/R value)

(=]
L

B4 &7FRELTR EARNE DF-1 AN EHBEHE
4 5 4
Fig. 4 Luciferase activity analysis of DF-1 cells with different
LTR recombinant plasmids

2.5 7ECEF L &F#% LTR BEhiEHEMItL

T ALV-K(GDFX0601) Yy LTR 43 )& T N
BN ALV ASBF Y UAE WY ALV-E () CEF 4 g
AT, WU 5 R 57 DE-1 4 g B — S (#
5), BB ALV-K(GDFX0601) ## LTR (% )3 h
e ALV-] #1 LTR R &R PE R ALV-K(JS11C1)
B LTR B8 shiG 55 .



758  OHo®

49 %

150 =

EB pGL3-Basic-GDFX0601-LTR
B8 pGL3-Basic-CHNO6-LTR
E} pGL3-Control

) m pGL3-Basic

pGL3-Basic-ev-1-LTR

B »GL3-Basic-JS11CI-LTR

1004

HXPOE B i 1 (F{E/R{E)
Relative luciferase activity (F/R value)
3
1

(=]
L

5 &7FRE LIR EARNAE CEF AMK R EHBBE
45
Fig.5 Luciferase activity analysis of CEF cells with different
LTR recombinant plasmids
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Fig. 6 Luciferase activity analysis of 293T cells with different
LTR recombinant plasmids
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AR AR ALV-] [E N 3 Btk LTR Z 88 )5 3h
WHEZERARE, ZE ARG/ B 5 R &
M ALV-] LTR J5 #hiE & T ALV-A F1 ALV-B,
HHEIHRE ALV-E LTR B85 8hiG e, Wik, A&
W9k $E ALV-] (CHNO06) ,ALV-E (ev-1),ALV-
K (GDFX0601) fi1 LTR K 4 ¥ # 9 ALV-K
(JS11CD) 5'LTR RN #FFEAT 4, 434 LTR J3 3 i
PSRN T RGEREE AP AEE ALV-A A
ALV-B LTR, pGL3-Basic # & &t /> B 31 7 1% %1,
BA PR M R % LTR J¥ 514 A pGL3-
Basic 544, 0] DL o 450 2 o6 28 W 0% 1. sk LTR
5 B S PE Y BR 55 s pGL3-Control # A& B4 5 2h T )%
G, eI B9 OC R B 2R 35 1F % ] PRL ifg 5 5¢
SEMEA NS, 5 LTR 05 30 1E M 56 45 1
&I ALV-K (GDFX0601) LTR i3 3 i& ¥ It
ALV-] (HN06) Fl LTR H 4k ¥ ¥ 9 ALV-K
(JSLICO MR Zh & 5. BT LTR A IEMEM
ALV-K J5 3l i 7 55 . 1 5 3CH &2 68 7 1%, i 15
ELISA 60 ifn 5 5% & i 58 s FE A B I A . H A3
B Hb 7 F O B oy B B LTR Sy IR PR
ALV-K, 53 E &% B3I ALV-K # R 7E
kAR S R S NIRRT HA E RN
P96 BE 5 AN IRV 3 A A F A N 2 A2 LTR &
TAMEPER ALV-K ##k, Bl ALV-K A & LTR &
PR PR I 2 AR I A R i — 2D AR 5T

4 & it

K R s LTR P9 AU E A A
)RS RGN T E RS SRR ol =) PR R S T i <]
X ALV-K 5'LTR J& shif YERF 58 A9 338 . A58 56
WET LTRJ& T EMER ALV-K(GDFX0601) ) 5'
LTR JEshiEEAE T 5' LTR 8 TAMEME A ALV &
FR(P<20. 05), X 7] fig /& ALV-K(GDFX0601) &
A 1 RN B0 M 55 0 TR A . [R) B 3 &G R O e
ALV-K (GDFX0601) & #k LTR Ja sl 4 = + %% 4
ALV-E(ev-D## LTR, 98 H LTR J& T N I 7 5

P ALV-K (GDFX0601) LTR I Py U5 7 5 #k
LTR J5 i Pk & 0 S L 4 5 LTR U3 XA
RAG K, AR E A HF - SR ANENE ALV
LTR 895 % 52 Tl i HLH 255 T £L A
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