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[ Abstract] Background and purpose: EphA7 protein is a membrane protein that plays an important role in the normal

physiological processes of the human body, and often plays various regulatory roles in the cell membrane. However, the role of this
protein in osteosarcoma remains unclear. Methods: Osteosarcoma and adjacent normal tissues of 45 patients were collected. Human
osteosarcoma MG-63 cells were cultured and transfected with siRNA, and then divided into siRNA-EphA7 group (EphA7-siRNA
transfection), siRNA-Control group (negative control siRNA transfection) and blank group (untransfected). Real-time fluorescence
quantitative polymerase chain reaction (RTFQ-PCR) and Western blot were used to assess the mRNA and protein expression of

EphA7 in tissues and cells. Cell proliferation viability was determined by cell counting kit-8 (CCK-8). Cell migration ability was
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measured by cell scratch assay. Apoptosis was detected by flow cytometry. Results: RTFQ-PCR and Western blot showed that the
mRNA expression and protein levels of EphA7 were significantly higher in osteosarcoma than in adjacent normal tissues (P<0.05).
The mRNA expression and protein levels of EphA7 in the siRNA-EphA7 group were significantly lower than those in the blank
group and the siRNA-Control group (P<0.05). CCK-8 assay showed that the D value of the siRNA-EphA7 group was significantly
lower than those of the blank group and the siRNA-Control group (P<0.05). The cell scratch assay showed that the healing rate of the
siRNA-EphA7 group was significantly reduced after scratching compared with the blank group and the siRNA-Control group (P<0.05).
Flow cytometry showed a significant increase in apoptotic rate in the siRNA-EphA7 group compared with the blank group and the

siRNA-Control group (P<0.05). Conclusion: EphA7 is up-regulated in osteosarcoma, and down-regulation of EphA7 expression in

MG-63 cells can inhibit the proliferation and migration of osteosarcoma cells and promote their apoptosis.
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A: Osteosarcoma tissue; B: Adjacent normal tissues; " P<0.05,
compared with adjacent normal tissues
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Fig. 2 Protein level of EphA7 in osteosarcoma and adjacent
normal tissues

A: Osteosarcoma tissue; B: Adjacent normal tissues; ", P<0.05,
compared with adjacent normal tissues
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Fig.3 Detection of EphA7 mRNA expression in three groups of
MG-63 cells by RTFQ-PCR

A: siRNA-EphA7 group; B: siRNA-Control group; C: Blank group; ":
P<0.05, compared with the other two groups
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Fig. 4 Western blot analysis of EphA7 protein level in three
groups of MG-63 cells

A: siRNA-EphA7 group; B: siRNA-Control group; C: Blank group; ":
P<0.05, compared with the other two groups
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Fig. 6 Migration of three groups of MG-63 cells detected by

scratch assay
A: Blank group; B: siRNA-control group; C: siRNA-EphA7 group;
P<0.05, compared with the other two groups
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Fig. 7 Flow cytometry was used to detect the apoptosis of three groups of MG-63 cells

A: siRNA-EphA7 group; B: siRNA-control group; C: Blank group; : P<0.05, compared with the other two groups



176 i E %

EphA7T#E S RBPRRIA RIS AENG-634BiIEIE. (TRADAT BRI

3 it %

EphA7{E NEphF G EE— 61, &M T4
faik6g-16.1 1, it Ciossek ST 19954F7E Fil
KA R R RN, ATE KRBT #5455
AR SR, BfS, RTINS LI 412
cDNASCE L4385 tHEphA 7324k ) BABI%
FH R 2 T ARG R P

PAAEXFEph AT 58 224 rh 78 AR WA IE 3 A=
PR S S, DI R R
KEGAEMNE, HAEMEIER . Mg &4
TSI T B IS A 0 . AR, AT
W B FEZ MR iR v & 81, EphA7H
ZRCEMEMR R L . RIEAEEVIN R .
KTEphATTEMIEHAEH ,, HRTWAR N T —28
MIE P G451 . A W55 A N EphA 72 i i il
¥ OricchioZs """ #F5% & ¥, EphATIET2%
F 208 0L A B TP R, RBREph AT AT LR B
ZIN BRI T 1 K L SR AR e 4 7K LR & B 5 Wang
at UVUBESY R IR, EphATHE S 196 F 2 Fh 285 i 9
AN A PR A, o A R R U 5 g A0 i
RARRT BeAh, Lisk U Uk B, 7E TS
YL ZURIHT A B9 A R P Eph AT L, T
EphA7RiAJG, WAERFTHI R ARfE g sE, Jfnl
IS B A e R 28 . 7 D) —SEfff oY
)45 AR R 94516 . WangZs U 3R T EphA7
Fr B REAS P Y 22 57 605 S Eph A7 83K 5 1Ifs RN
PREZARAE 2 [B) B9 AR O, XT 5261 B S bn A< o (1
EphA7E 5 e e AUk a0, K B EE 1 /KF
SH SR8, % E AT I
BB B ETE Xiang®E ORI, TEMEIEAN
U R P EphA7TFRIAME B, T IREphATIEN B FRIA
AT LM R 4 B AR, EphATRE N 235 T %
WL T; AT Rm Y, SR
BRI A G, EphA7HmRNAZE 40 s vh
B FE, I HEphATTEME bt gl 530

e W P EphATH/E R E S5 FiR R
— 3, BRI TR, AR RN,
EphA77E 8 WAL Rk B, FERSMFSY

i1, EphA7-siRNAT] I 3 iR B R JEMG-6341
M EphA7(03E3k, TEMG-6341 i i & IKEphA7
ATPIHIMG-63 40345 . B, fEdEHEET,
K, EphA77EVEYT B R AIME K . BB M
T B VR, LRI REAE N N IR IR YT
ARG TEIRYT bR S BN R bR . EphAT7A 7] GE &
PR () — N R s, R HEE R AT R IR A
WA R R BE B R R AT . (R R X
SEE bR FIGIR, W Z R E ARSI TR A
WFoE, DS A HMRNERTZR . ZHELE
4387, EphATTEH P H AR 5 =X AL
WFFERAMIF

(& % X W]

[1] HUANGKL,CHEN CF, WUPK, et al. Clinical outcomes and
prognostic factors of Ewing sarcoma: a clinical analysis of 12
patients in Taiwan [ J ] . J Chin Med Assoc, 2012, 75(1): 16—
20.

[2] FELLENBERG J, BERND L, DELLING G, et al. Prognostic
significance of drug-regulated genes in high—grade osteosarcoma

[ J ] . Mod Pathol, 2007, 20(10): 1085-1094.

[3] REN L, MENDOZA A, ZHU ], et al. Characterization of the
metastatic phenotype of a panel of established osteosarcoma
cells [ J ] . Oncotarget, 2015, 6(30): 29469-29481.

[4] JANEWAY K A, GRIER H E. Sequelae of osteosarcoma
medical therapy: a review of rare acute toxicities and late effects

[J] . Lancet Oncol, 2010, 11(7): 670-678.

[5] BERNTHAL N M, FEDERMAN N, EILBER F R, et al. Long—
term results (>25 years) of a randomized, prospective clinical
trial evaluating chemotherapy in patients with high—grade,
operable osteosarcoma [J]. Cancer, 2012, 118(23): 5888—
5893.

[6] GIAQINIS C, TSOUROUFLIS G, ZIZI-SERBETZOGLOUI A,
et al. Clinical significance of ephrin (eph)-Al, —A2, —a4, —a5
and —a7 receptors in pancreatic ductal adenocarcinoma [J].
Pathol Oncol Res, 2010, 16(2): 267-276.

[7] TSUBOI M, MORI H, BUNAI T, et al. Secreted form of EphA7
in lung cancer [J1 .1Int] Oncol, 2010, 36(3): 635-640.

[8] WANG J, LI G, MA H. Differential expression of EphA7
receptor tyrosine kinase in gastric carcinoma [ 7] . Hum Pathol,
2007, 38(11): 1649-1656.

[9] HAFNER C, SCHMITZ G, MEYER S, et al. Differential gene
expression of eph receptors and ephrins in benign human tissues
and cancers [ J | . Clin Chem, 2004, 50(3): 490-499.

[10] ORICCHIO E, NANJANGUD G, WOLFE A L, et al. The
Eph-receptor A7 is a soluble tumor suppressor for follicular

lymphoma [ J] . Cell, 2011, 147(3): 554-564.



(FPBBZEAER L) 20194E529E53

177

[11]

[12]

[13]

WANG J, KATAOKA H, SUZUKI M, et al. Downregulation
of EphA7 by hypermethylation in colorectal cancer [ J ] .
Oncogene, 2005, 24(36): 5637-5647.

LIS, WU Z Y, MA P, et al. Ligand—dependent EphA7 signaling
inhibits prostate tumor growth and progression [ J ] . Cell Death
Dis, 2017, 8(10): e3122.

WANG J, LI G, MA H, et al. Differential expression of epha7
receptor tyrosine kinase in gastric carcinoma [ J | . Hum Pathol,

2007, 38(11): 1649-1656.

(P EE

G [E R R = AU
A A [E N SMIFTE R B PR I

FARVHE . WA EE |
R RLIN

Selamt CHEIRIT
(CMCC) 7 25,
ChEEEZGE Y MAT, K16FF, 80ui4kmat (MK ) |,

JG, AEI80T. FEFrbRifEES

54575, BEE ATAE G HBHE R T B o
T G VR

TN

Crb R ) SR

MR 4 200032

CER 7

WJ iJJ::

HL - HBAE

www.china—oncology.com

: zgazzz@163.com

[14]

[15]

S RS- 1007-3639,  [E NS —

021-64188274; 021-64175590-83574

XIANG C, LV Y, WEI Y, et al. Effect of EphA7 silencing on
proliferation, invasion and apoptosis in human laryngeal cancer
cell lines Hep—2 and AMC-HN-8 [J].Cell Physiol Biochem,
2015, 36(2): 435-445.

SURAWSKA H, MA P C, SALGIA R. The role of ephrins and
Eph receptors in cancer [ J ] . Cytokine Growth Factor Rev,

2004, 15(6): 419-433.
(Y H Y. 2018-10-20 &[] H Y. 2019-01-06)

2R ) 2019FEITEE

Crp VAR 2435 ) J2 i A N SR o v 24
B Xt G Oy A iR i

B BRI R 1 B £ Y

I RGO A h s g T A . E%
LRIRVE . IR I PRAESE
TRIE |« DA TRAE o
Hh I B AZ O3 T e 2 R 2R 0 T, RS R RS SCaE T T,

DO BAE R AL R R A B A P AR A R 1R

FERNAETE . SCHRER
<<'43[£|ﬁ£fﬂ<,._,\>> E'/\LEPX

BEH30H HikR, #4015
LY SCN 31-1727/R, WB%

T AR 270 5 5 HR A7 B T IR 5 e P



