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[Abstract] Multiple myeloma (MM) is a multifocal plasma cell tumor, arising from bone marrow, which is asso-
ciated with serum and/or urinary M-protein. And it invades bone marrow extensively in most cases. Clinical manifesta-
tions vary significantly, from symptomless to invasion, and they are mainly due to abnormal immunoglobulin chain depo-
sition. Recently, the treatment of multiple myeloma has undergone great changes, which considerably improved the re-
mission rate of multiple myeloma, but its recurrence rate is also high, indicating that the existing detection methods can
not detect some minor persistent abnormalities. Though traditional monitoring methods such as the morphology of pe-
ripheral blood and bone marrow cells and the imageology are still important, allele-specific polymerase chain reaction,
new-generation sequencing (NGS) and multicolor flow cytometry enable minimal residual disease (MRD) detection

have the higher sensitivity up to 10° to 10 °. The flow cytometry with mass spectrometry (MS) will help assess respons-
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es to novel therapeutics and increase our understanding of mechanisms of resistance.
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