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[ Abstract]

and are highly represented in the eukaryotic transcriptome. They are characterized by stable structure, high conservative-

Circular RNAs (circRNAs) are a novel type of RNA that form a covalently closed continuous loop

ness, and abundant expression, and show the expression specificity at different stages of development in different tissues.
So far, thousands of endogenous circRNAs have been discovered in mammalian cells and plants. circRNAs can function
as microRNA (miRNA) sponges, regulators of splicing and transcription, and modifiers of parental gene expression.
They are involved in many diseases and can serve as diagnostic or predictive biomarkers of some diseases. Similar to
miRNAs and long noncoding RNAs (IncRNAs), circRNAs have become a new research hotspot in the field of RNA and

could be widely involved in the processes of life. Herein, we review the formation, properties of circRNAs, their func-

tions and their potential significance in diseases.
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