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Abstract: Objective To construct a national important surveillance data integration platform. Methods Based on the spatio-
temporal characteristics and biological characteristics of national important surveillance data, the B/S (browser/server)
architecture design and JAVA programming technology development platform of J2EE (Java 2 Platform Enterprise Edition)
system were adopted to construct this platform. Results A query and visualization platform of national important
surveillance data such as multi-source and multi-scale important vector data, important vector-borne diseases, invasive
animals and plants, pathogenic microorganisms, and biosafety profile was developed. The main functions of the platform
included platform introduction, sub-database query and visualization, data integration query and visualization, and dengue
fever prediction and early warning. Conclusion The construction of a national important surveillance data integration
platform helps to solve problems such as different data standards, decentralized management, and uneven quality. It is
conducive to better data exchange and sharing between multiple departments and multiple units.
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Figure 1 Construction of the national important monitoring data integration platform database
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Figure 2 Design of the national important monitoring data
integration platform
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Figure 3 Introduction of the national important monitoring

data integration platform
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Figure 4 Export of the national important monitoring database
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Figure 5 Visualization of national important monitoring

data integration
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Figure 6 Visualization of dengue fever prediction and

early warning
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