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[Abstract] World Health Organization announced that the total number of deaths in five-
wave epidemic of H7N9 was 615, of which 290 were the fifth wave of H7N9 deaths until Noverber
2018. The sudden fifth wave H7N9 epidemic is more serious than the previous four waves, the
explosion was more rapid, covering a wider range of cities, and its pathogenicity to mammals has
also enhanced. Therefore, a full understanding of the epidemiological characteristics of H7N9 and
the evolution of the virus can provide a solid theoretical foundation for the monitoring, diagnosis,
prevention and treatment of the epidemic. This paper mainly reviews the virological characteristics,
animal characteristics, clinical features of the fifth wave of H7N9 to assess future risks comparing
the situation of the first four waves.
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