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(IR RH R A SR B, 1% B 471000)

B OE, RABFARLARAH AR ALNEERARN LA THRKR>E B AEGAR, AR
REAMADABES GRS B H R RO Hn, KB AR ARELEER, F30d /65, RN
PR AR AAFHEITELT, RBEALBAAFALER, AESTOUAMARA THRE AFLHA
BN DAHMIFRA LSRR RA AL ERAF, TR SR H 11 1:2 58 2:1, %5 A
1238, AHMIHE REFTRAAFRLBRARA A LB, FHHLH 53 A 2:1:1,
1:1:144: 11, % F A4 5.6 0 AHMMIATA BENDFTIOFAMLRKFIRAANRXBERAF,F
B A 3 A 2:1:1 10101 Ao 41101, %5 4 7.8 .9 40 A RIALAT A FY 69 B R B 75 F e AF A 2
W, FH3IATE,AB60dE, N B FEHRFRAE R, FMERLS R/ ER(NH,-N/TN) |
BB A4S pH, 4R KA. MRS LB fe NA3 A3 R AN B RA B E B A b iHLs mAy
AA3I M, AT ISR T o T L, T LA ANHMMIFE O LRI A 1 4k £k
A2 BT B O, REFSEREAVNNRA (DA A IR A KA ) b Koy &
WIS FRRF S THRAFRMT Rk F AR LA (P<0.05), *FF NH,-N/TN &
B A F A0 pH 53547, SLER A YL I B ke) 2 5. 8 Fmxd B2a 5 A K1 2 F B % (P<0.05), %L

ik MG AR A RAA R A EZEN A TEHE R AR TEESRRGRS,
HEFAFALH AR TN A R, MERFIRAFE AR KRER HH Rk, 126 K

Z43m NH,-N 4 &,
KB B FE; XA, AT E
FE 5SS S816 X ERFRIRAD : A

LW ETE (Medicago sativa) =15 N T
TR e KR SRR, R R Z £ 1%
B YRR A VA T 3
IR R DR RRI b VR | A s A R 2R R
BRE KR FW RGBT RS RN
Mo RN E Y X R AR R,
W FLIR | WO B R 2F LR R AR 2 A A
AW KSR AR T/ ERE IR It
HRRUE I 52 WS B B A 0 95 R I ORE Rl 2
MEPR AR R AL wE 2 E Nk
B OB G W, B AT R 68 o0 e B 0 7= LR LR
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PR AR pH , A R0 ) 25 R SF A AR s
By, T BEAR T b} 3% 23 P 2K, B8 8 7 0 A )
mE s R

3 2k VS NG A S R0 AT A R 4 e T A R
PR B B o A R R B e I ARDRL S
i, MYFLFTFE ( Lactobacillus plantarum) FLIR A
PR ( Pediococcus acidilactici) A% ZE#AT 5 ( Ba-
cillus subtilis ) | %t 45 ZF #1 ¥ & ( Bacillus coagu-
lans) FE5E K H ( Streptococcus faecalis) 55 2 F i
A= R A B sl 2 A R TR A Rk Y
FICARR A R

EE®E N2 BE(1976—) B Wb ET A BB 1A, 322 SRR BT I R IR A M) H R 5E . E-mail: liwang @ haust.edu.cn



1884 o ¥ B F

S

32 &

B A& TR K AL G W A, K & B
BT IR AR KRR T IS R, e
SFURIH 5 B LR B SR A AT, R
FEP L AT TR A FL IR Fr 2K A 0% 0 3 4 = i I
B, WABFIERM A A FL R w5 A
T BT, FLAT B A EF LT I ( Bacillus li-
cheniformis) MANTT 55 SR FRAT T X H 15 217 R
T, BBt 4R A T ORI AR
B T 1 A PR b R R A AR 2 Y 22 S DA BT
PRI IR FN AR PE Y 22 5, S BOE 18 0 72 v i
YRR ACTE DATTEAR Z2 R0

PR, A BIF 58 5 76 N A 75 0 ek v 9 326
TR Y R, R 2 S N TR A
(R 0 P X Y 2 T o O 1) 52 i, B o 52
We = K O s T R A R R A A R
A IR ] B R T A B

1 #MHR5FZE
1.1 RIew
1.1.1 SiEE71E

i Bl R BT R X 4 (Algongquin ) | T e BR B K 2F
W PSS 3 4F, B0 1 78, WIE X R 5
TEG I Bl 24 h, =K% 58 65% £ AR,
T AR EREETE T ICHAE, 5 2 B TH i
Yy FP ) AE T HIE
1.1.2 FFHEH

MRS Fi bk #i 20 4 g, IR F R 2 g, BERE
BB 1 g, 4 WE 2 g, MnSO, - 4H,0 0.076 g,
MgSO, - 7TH,0 0.04 g, it i ( Tween)-80 0.2 mL,
K,HPO, 0.4 g, FFERaNE 0.4 g BRE: 37 3N B A
3.2 g) , TH/K 200 mL,pH 6.2~6.4,

LB #5580 R MR 2 g, R 1 g, &
bl 2 g (ARG FREINBE K 3.2 g), THE K
200 mL,pH 7.0~7.2,

NA J 5. A NF 0.6 g, EAN 2 g, AL
1 g, JCR7K 200 mL ( BRIEFRIEMBAR# 3.2 ¢) ,
pH 7.2,

1.1.3  EZRH

20 Ak D] 2 4 O R & R AR A AL R 4
(dt30) AR A E, A4 G W H TaKaRa 4424
A) oA Ak 2= A 7S B = H 4 (CTAB) 425X
W EACEN  Tris—4h /R . & B VU 2 1% % Fk & 1
Wy AT R EE R O R B T A Ik AL

B AP TRN AL TR S S oy Al T A
T PR e 7 S AT PR ]
1.1.4 5%

W EWE5 Y. 5 - AGAGTTTGATCCTG-
GCTCAC-3', Fii# 5| ¥ .5 —AAGGAGGTGATC-
CAGCC-3""" A T A TR ( B By A R
IS EE
1.2 RWAH*E
1.2.1 e WA Py i b i A 7 AR

VR ZH 1 ZENFI AL E 18, 205005 24 h,
BIKA 65% LA, FHB JIBY A 1 em KA/ B, 2%
A 500 mL BEES ) FOfR RS B 2R % BT
TERRZE J) L 2 e K % B IR | L, F I &
30 d, HEHL 3 I, FF R EURE T 0 2 75 AR Y e
P, BRI 1 ANER
1.2.2 flAE Y i i i i %5

Tl A= 0 1) 0 3k 2 5 ZE A 45 O ik, IR Acn
TR A A R 10 g 3 IRE S BT R S A
90 mL JLE/KIEA T 150 mL =AM, & 0 &
08 THER EYRY 30 min, BiHl 107,107 107 3
ANFe R BR B, B 50 wL & B W /£ MRS LB I
NA $5374E b R A FeRs BOR A 3s 97 2 BRIk
A1, SR A K B IR BB 5 0 B 20 ~ 30 min , fF MRS K%
FRHAE 37 CTHRA NA I LB B35 578 37 CHA
FAF RIS 24~48 h, B AED

Z: MR 240 TR 5 D] 2 8 O ) G U A A PR BT
i 196 TR A i KL 2H DNA L, 9734 T8 #1119 16S rDNA i
SEIPA X IE AT IN y , 9f3E 22 NCBI Blast
N AT AR 5F 7 510 8 47 B bk X, PCR 9731k R oy
25 pLIAZ ,f345 2.5 pL 10XEx Taq Buffer,2 uL
dNTP, I\ T #5145 1 pL,0.5 pL Ex Taq fiff,
1 wLABA (K4 DNA) , 17 uL ddH,0, PCR %
BEAAF e FE Tl A ME 94 C 2 min—35 DGR
(25 94 C 30 s—>&E 1 57 T 30 s—3Eff 72 C
1 min 30 s) »>Z&HEfH 72 C 10 min—4 CHAE,
1.2.3 A EREE TR

Ko 2 EXF W ERLEE, Kodah
73.0% T ICE Y & 1 B 46 5 00 L, AR
FRMAR N M 1.0x107 CFU/g, ¥ 2.2 P fif
PR FRZE AL Bt DA W 2L AT o o 3, R 45 & A
TAE VTR AR 3 R A 9 45 15 7 AR A
G300 R DR ZLFT 0 5 2L R i 3R o R B T A
TEEBLH o 11 12 Fi2 1 95 1.2.3
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I 45 < 7 A 77 D D0 34 T 7 E R 7 FH 28R 1885

5 DA FURF A A 2 F0 T P R LR Fr B3R A
T T PP TR TR AR HL B A B 2011 111
4:1:1, 95N 45,6 4 LAY FUAT# i 0E 8 24
TR BR RN FL IR B BR A by I PR O B KL 491
Sy 2:1:1 10101 411, g5 7.8.9 41, %R
AAMBED R AR EREE RSN, G4
W3 ANEE KB 60 d 5, ik B E FAL S
PRITE B A T I T

1.2.4  EFE05 R e

A ELA IR R R PR 2 50 10 3 AL
BE VA P E AR MES % (15 E DLG 3 I %
A4S FRAEY 43 ML (20~ 16 43) (B (15~10 4%) |
H1(O~540) AR (4~0 40)4 D555, WaHNEN
WELHE | S5 R4 RN RBE S 5 AN EH (0~ 14 4)) 3 45
oy 4 DEFEHR(0~4 53)  AFEs 3 MEFEH (0~
291
1.2.5 HIEFN LB bR

pH : BUEAE S 20 g, A 140 mL 28 7K, 58
P flIa , 80 H 1y Je Je A A 5 H o IO i
WA o =R AR U8 J5 R ] PHS-25C £ i IR FE it
(LI B AN A PR ) 432 HE ) Ty A 21 A
AT RE |

AR E FRE 10 g AR &, AR 8 i, 5
) 100 mL & EE P, A, B, e g gkt
U8, W H 20 mL BEBOMCE = fA R, i 2 i kR
RF, AL AN E B, T H AR 30 s IR
RENH

SA(TN) &k PR E Ak, #% B GB/T
6432—2018 FRUfEIT .

FAZ (NH,-N) & 8 1 & I BUR IR
51,0020 g FEMA =AM A 140 mL 25+
KL FEFEAT, BUAE 4 C BT AN E IR S = A
L, $EH 24 h, PEATZRME R AT
1.3 HES>HTSLE

IR K s ] Excel 2007 #E473 8 SR ] SPSS
20.0 #F AT 05 2 4 b, 45 R 2 (E = br o 22
(mean+SD) /5, LSD £ & i, P<0.05 N7

e
W,

2 BR55H
21 BREZBEEBEVRENE

X R 0 B AR AE T IR AT R
TE5E , SRTESN S 10.78+0.83, 45 #1140 3.22

g
=

+

0.67, (A IES M 1.56+0.53, 55T H 15.56+
0.53, F W78 P 2 45 SR S5 90 A, o L Tl

Yy vy i e A L
22 HRALZBEESLHPEERMEYHHIES
£

I MRS 15 95 HE RS BE 55 , I 78 75 0w 07
TEH 16 KRR, FI ] NA K532 5601 LB 1 35 5L 4t
AR AT BN E A5 I R i g 8 MR A 7 AR B
PR, PRI E B A R W SE R 4 DNA, LA
B IE R 4] DNA AR, LLATE 16S rDNA 751
]G 1Y HORSE P S AT 93§ A5 R I El 1
Jizs o IR I8 T 18 Rk AN B A AR SE 8
FK/NZ)1 500 bp, Hirft 1~12 5 MRS 5 7 3L Iy i
PEH A, A5 45 MRS1 ~ MRS12;13~15 & NA 54
FRILPIT I VE PR PP, 77 44 4 NA1 NA2 NA3;16~ 18
kLB $5 5% 5L I i BE & F, 444 24 LB1 \LB2 \LB3,

XHY B R B R AT R A0 R R A I A AR
2% NCBI Blast N i# 17 /% 41| [t X} & 30 & #k MRS1 ~
MRS9 5 48 1) 7L T B B Ak (MG551233.1) B9 H fB
FEIRF T 99.8% ; 1H Kk MRS10 5 FL#R F BR 18 i Ak
(KY550661. 1) B A L BE ik 3] 98. 42% ; & P
MRS11 MRS12 537 Bk 1 14k ( CP028727.1) [y
LB IR B T 98.80% ; I #k LB1 LB2 NA3 5 fi#
TEBY AR B B AR (CP029071.1) AR E ¥ K T
99.63% ; Itk NA2 NA3 5 #i A& 2F 71 4F 18 16 Bk
(CP035404.1) (I FHLEE IR E] T 99.92% ; B #% LB3
G B ZF AR T R ( KC422328.1) A DL A 3
99.58% ., SR IEEFME SN, WL iE NE
16 T WRE b O 8 BAE ) FLAT R 9 AR L FLIR A K
1k ZEMBRTR 2 Bk & FhZFRAT IR 6 Bk, X UL
I A 75 VA o b 00 B0 0 B i L 2L R R 2K T 2
AR R &,

23 AMARMEYNEESTREITENZN

FHBEREEN 60 d 450, X HRE 17 2 45 3
MR PR, &4 H T 5K BUE 451
ZEATVEAME 12.0~18.0 , MR35 7 0 4R B B 140 bR
HEVT AL, 2 4L A 1 0 R P B o R AF
DL b DI P ZLAT B R 2L IR 33K TR A & 1 T A 1)
1.2 342 EEIrERAEE(P>0.05) ,H 5
FETAIRA (P<0.05) , ¥EESH Y N, 8 T
FEa Wk DAAE 9 FLAF R A R 296 T 1R R L
PR F BRI R R BRI 4.5 .6 L2 Al 255 8
F(P<0.05) , WEER G —F R, D
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FEFLAT TR A U #9928 60T T A FLIRR v 3k v ok &
T A A 7.8.9 2 0] B4y 22 57 18 3 (P<0.05)
HAH B0 B EES TX A (P<0.05) , W& 5%
F, JE T E WAk,

M 12

3456 789101112M

M 1314 15 16 1718 M

1~ 12 2 MRS 15 5 JE Ji i %6 1 Rl fiy 44 9 MRS1 ~
MRS12;13~ 15 24 NA #5573 I i 1% 18 Fl, iy 24 0 NATL,
NA2 NA3;16~18 Jy LB ¥ 37 3L T i 16 1 Ff , 4w 44 4 LB1,
LB2 .LB3,

1 to 12 were strains screened from MRS medium, named
MRSI1 to MRS12; 13 to 15 were strains screened from NA
medium, named NA1, NA2 and NA3; 16 to 18 were strains
screened from LB medium, named LB1, LB2 and LB3.

E1 EESTAHIZEE 16S rDNA BikE
Fig.1 16S rDNA electrophoresis of strains

screened from alfalfa silage

FEIZ, A R & R A9 N 5] L A8 % 8RR P A 45
SN/ TR VR E T IV R i O e A ) e T

PRIRR R AR ) 2L FF TR A U R 2 AT B8 R FLRR F Bk
AL, R U BT o g8 D) AR A
24 FMABMEYIHIESF I NH,-N/TN,
HEEEM pH M

U7 AN [ A= 0y T o 080 ) ) 5 2L 1 o 7 I
i T EY NH,-N/TN  GVER & 5 f1 pH, S5 SR a3k 2 i
7N o USRI R Y T AE T T NH,-N/TN
IR0 L, JFC vl figh 3 oy 2 AT TR T o L A1 4
K8 H 5N A 227 A HE (P>0.05) , HAh#
2 NH,-N/TN ¥ i 2% T X% 40 (P<0.05) , LA
FE ) FLFF B FFLRR Fr 3R LL 5 1:2 ) 2 4 NH,-
N/TN 5k, AL T HAB S 24 (P<0.05) .

SABEBF NSRS EZRTRR, i
YIFATE BT 5 L BRAY 2 .5 .8 410 SR & B B 2%
T HA A 2H (P<0.05) , WA T X HREH , 1 B AE )
FUFF R e 5 B & s B DI G, RS AL
MR EEDESTXRAM2 5.8 4 (P<0.05),
HL A R W LT B A 45 BT 7 B9 A AS T R A
B A AR B 22 5

HHEEFN N pH 7 4.28 ~5.20 , H X} iR
YFAE Y ZLAT B A R 2 IR A 1R 5 LR Bk A 4
A 1:1:1 (5 4 pH /T 5.0, 8375 T Hiilh
41(P<0.05) , HAKAM pH H KL F] 5.0, Hp
YIS FLR 5 BRI AL A 1.3 4 Rl
FF DA 550G 28 A0 R 2L R R R OAT L B Ry 21101

XU R R AL R I RCE TR N B9 4 41 pH R T B, 255 3 (P<0.05)

R1 ARAEMNEEELRERETS KNG

Table 1 Effects of different strains on quality sensory score of alfalfa silage

21 5] Groups KWk Odor % Color 25 ¥ Structure J.43 Total score 11 7E % 9% Rating
%} B8 Control 10.77+0.31¢ 1.43+0.40* 2.67+0.15° 14.87+0.31%* R
1 11.87+0.32" 1.97+0.06° 3.40+0.10™ 17.23+0.38%* o
2 11.47+0.47° 1.73+0.06™ 3.47+0.06™ 16.67+0.50™ Lo
3 12.03£0.55™ 1.93+0.12° 3.57+0.12"° 17.53+0.49® o
4 8.87+0.21° 1.97+0.06" 3.27+0.25% 14.10+0.10° R
5 8.67+0.45° 1.33+0.15" 2.37+0.12° 12.37+0.29¢ R
6 8.37+0.50° 1.03+0.15° 3.17+0.29¢ 12.57+0.40" K
7 12.37+0.12% 1.77+0.25% 3.67+0.21" 17.80+0.10® Ly
8 11.43+0.25° 1.33+0.58" 3.53+0.12% 16.30+0.62 e
9 12.73+0.15° 1.33+0.58" 3.83+0.29° 17.90+0.30" o

[ 5 B4 R A [ S B 3678 25 53R B3 (P>0.05) , AN JA) FRE 7R 22 57 8.3 (P<0.05) . R,
In the same column, values with the same letter superscripts mean no significant difference ( P>0.05) , while with different

letter superscripts mean significant difference ( P<0.05). The same as below.
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5 P76 00 9 1R 1857

2 Bl U, A W EL AT A A R
NH, -N/TNEE R R Wi 0K, A8 9 FUAT B BG4 AR
NH,-N/TN % 3t ff = 5 FLAR B (L A5 AP0 FLAT B A

) B SEIUR 52 0 SRR 7 AT pHL Y G B

FLIR 1 BR A B9
FLRR T BB e 145 4B R 5 v, pH IR

HE,

®2 AEEMASXMEEST NH,-N/TN, 2B &2 pH 895
Table 2 Effects of different strains on NH,-N/TN, total acid content and pH of alfalfa silage

215 Groups AR/ DA NH,;-N/TN/% JAR Total acids/% pH
%t 8 Control 7.69+0.21° 1.72+0.01° 5.05+0.06"
1 5.29+0.09¢ 2.55+0.04™ 4.34+0.08°
2 3.64+0.15° 1.22+0.032 4.79+0.06°
3 6.01+0.47° 2.64x0.03" 4.62+0.08°
4 6.01x0.10° 2.79+0.05" 4.39+0.05°
5 4.57+0.02° 1.23+0.038 5.12+0.08°
6 5.92+0.11° 2.38+0.17¢ 4.63£0.04°
7 4.66x0.23" 2.30+0.13¢ 4.61x0.05"
8 7.54+0.36" 1.57+0.06" 4.73+0.06"
9 4.36+0.28* 2.42+0.07% 4.60+0.18"
BER P il B, o, DL v O R R IR A
3 3 it T D S50 1 5 75 00 25 O AR A ST 0T, 0 0 3

3 RMEVEHMEEFTLRETENRM
TR i B S A i B AT A PR SRR
e A FUIR B A I AR FLIR A AT LR , 1 pHL bl i
ARG, 00 JH Al o A= 0 0 A A A A B, DT D
I EURLE IR W A A5 K R R R B 2 O .
AR B 105 B SR L RIS H W A
R ER T I A I R, e L TR R KRR B
B i L R R PR BB PR g, R AR I
TRDRL IR v, S R I I B PRI
JRCT RGBT, 35 IS R iz A,
Tl A 0y ol o 45 o 5] S e AN BT /D B IR I Ay 3 i
AR AN TG B I R A o8 M, (HR T I
AW BRRR R TR 0z A B L A A
(2 I T O Gk o 7 6 I 18 T 7 04 R R
Rt AR 0 BUE W R 2Tk A T A
IR (4 T A 700, T A 64 94 ) BE
PR W PR B, PR UL B o A 36 ) R A RERCR
USRS TORNY SR NS R ORI A
fiEAE— R e B b Sk 17 07 il S5, 2 5 o e
(3 e B L TR ARl B R 5 LA
WRSR VP T IR ST S5 I B R LA
FURE N £, WA E G 7 H A M I R K 9 56
I AR T P 0 TR R 4 O R AR K
RS IR DR UE G P U I B X 0 3R

WAk B IF PR, R A A B
TR VAR R S S, X B DL L R T A TR R R
Pl i) A T AT DL B R AR
AT ZEHAT RS S EE & ERWRITE 4 115
Sy, AT RE 5 A B ZESRAT B AR A G, A R
H B 2 BRI 43 ik 38 1 T e AR o BN R AR
A R ) (A A 5 2E A AT R )
AT T I AR R A AR T T BE S 2R AT
PR MR A G, AR RS A B A& AW
FRURR A, A VE B3 28 TR KT B4 1) (i FH RE A8 AR 15 4 4
(R VE4Y, JR DR AT BB AE T 0 U B 2F AT B
(AT 25, 78 T 1 09 RE 005 4 L 1R 1 12 f3L 1l i 110 o
Bl R A R T L R B DR TR A
LR
32 WMAEYEMMNEREEIAUERSHEMm
IR NH,-N/TN 245 55 004 k) & 5%
R IS FR 2 — . NH,-N 24 Bl )5 T
AR P9 R R R AT AR S S e
H S M 2 R A R AR R I AR i g e A Y
A NH,-N/TN S5 I 2 08 9 2L AT 7 A 7L IR
A ER LA, X 5 Er ABF5E 0% dh LR A R
TR T 3 B A LA R S R S
SR P B SE RANAT TR 2 AT R WA AE R
T AR RCAE W R R ) i 3E A G o P FLAT



1888 o ¥ B F

32 &

TR S VE A 2F AL ORI 2L IR P BR TR Y L 4 01 01
At NH,-N/TN & 1% T %5 B4, it 45 18 b L 61 A
1:1:109 NH,-N/TN %5, FoJE PR ) e J2 A e # 2
TEFF BB A IR 5 5 R TE R R 2R R A AT R
ity , L3 4 il 1) 3% M A v AR 8 DR A3 R IS
YR FLAT T e Rl T LR G 7 AR A
SR 1 S R 8 A5 i U8 A 2 AL TR 19 A R AR
Jo 7= BRI 2 5 21 e e M 2 AR AT B R
HICTHT AT 2, AR 0 3R F e Pl A KB
BRI I 7 i, S BOH E 7 I A 8 BT A R
A EEAL N NH,-NP

T I i v X R T i O M i R ) A L R
FLER LR T MR, HT R & &l gy, LR
BIGRUE, SEHZRWEH T, AR 2
R pH T B 32 1 400 15 Al i A= o 1 3
P KRR AR S0 LR B s R G R R
REAS B2 = B bR oA ML JC R FLRR M S R
L BN B R T AR IS M A R R
AR 45 T E Tk — W, B PR T (HE 4 FLAT
R RITFLER F BR TR ) T o Lb 91 K A 4% 4 U8R B AR T
SyHE T, FHOGE L A R R B A, pH IR, R
RIS L pH BI7E 4.3 DL L SR 4225 2 1
iR 2 TR FT BRT A 20 185 O 228 B X 6 K s R A1) ol I 28 3R
A ST R B, X6 R 2H RN B 2 1Y pH I 7E 4.0 LU
T, SRS R AR K, B R
B 1 R R SRR 43 8 i v, Wl S B DGR R
1o, ST ] R R R RE D R 3 I M A P TR

4 4 it

© F R KT 1 T A A TR R L A5 2R 3L
MR N E

@ V)i 16 FL R oA (4 FLAT R RN LR A Bk
WD) R R TR, B A8 T AT DAARAS 35 e 1 J%
B, IR RZE AT B R R A B I
B VA R SR 3R

@ P FLFT ML HEREAE ) F 2 LR
BB 500 DAARAS BN B NH,-N/TN 55 /Y
AHLIR & & MEBAR W pH, A F T 7 8 BT iy
P,

@ fRVERY AT AR Rl 2 B 1
BB A A7 R 5 23 34 0 NH,-N 5 88 520
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Screening and Application Effects of Dominant Strains of Alfalfa Silage

LI Wang MA Zhaowen LI Yuanxiao YU Siying
( College of Animal Science and Technology, Henan University of Science and Technology , Luoyang 471000, China)

Abstract; The purpose of this experiment was to screen the dominant strains from alfalfa silage by natural fer-
mentation and apply them to the processing of alfalfa silage, to study their effects on the quality of alfalfa si-
lage. The alfalfa silage was processed, and after 30 days of silage, the dominant strains of alfalfa silage were
screened and identified. According to the screening results of dominant strains, 9 groups of fermentation strains
were combined for the processing of alfalfa silage. The ratios of Lactobacillus plantarum to Staphylococcus lac-
tis were 1:1, 1:2 and 2:1, numbered groups 1, 2 and 3; the ratios of Lactobacillus plantarum, Bacillus subti-
lis and Staphylococcus lactis were 2:1:1, 1:1:1 and 4:1:1, numbered groups 4, 5 and 6; and the ratios of Lac-
tobacillus plantarum , Bacillus amylolytica and Staphylococcus lactis were 2:1:1, 1:1:1 and 4:1:1, numbered
groups 7, 8 and 9, respectively. The natural fermentation group without any strains was used as the control.
Each group repeated three times. After 60 days of fermentation, the alfalfa silage was sensory evaluated, and
the ammoniacal nitrogen/total nitrogen ( NH,-N/TN) , total acids content and pH were determined. The results
showed that 31 strains were screened from natural fermented alfalfa by MRS, LB and NA mediums. And 18
strains of them were identified. The main strains were Lactobacillus plantarum, 1 strain was Staphylococcus
lactis, 2 strains were Enterococcus faecalis and 6 strains were Bacillus. The sensory score of the groups with
large proportion of lactic acid bacteria was significantly higher than that of the control group and the groups
added Bacillus subtilis (P<0.05). The NH,-N/TN, total acid content and pH of groups 2, 5, 8 which with
lower proportion of lactic acid bacteria and control group were significantly different from other groups ( P<
0.05). It is concluded that Lactobacillus plantarum and Staphylococcus lactis can improve the quality of alfalfa
silage. Bacillus subtilis can affect the odor of alfalfa silage. Bacillus amylolytica can improve the flavor of alfal-
fa silage, but high proportion will increase the content of ammonia nitrogen. [ Chinese Journal of Animal Nu-
trition , 2020, 32(4) .1883-1890 |
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