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[Abstract] As a clinical subtype of dental caries, root caries is a polymicrobial infectious disease resulting from dysbiosis
of the microbial ecology of the mouth. In this case, highly acidogenic/aciduric species are selectively enriched while less
aciduric commensal residents are suppressed within the biofilm. This feed-forward imbalance in microbial equilibrium
leads to a continuous decline in pH to the threshold below which tooth hard tissue demineralization occurs. Due to the
histological features of tooth dentine and cementum, as well as the impact of both saliva and gingival groove liquid, the
microbial etiology of root caries is relatively complex, including not only demineralization by bacterial acidification
but also organic matrix degradation. The microorganisms within root caries lesions show high diversity, including large
numbers of Gram-negative bacteria, anaerobic bacteria, and even fungi. This review summarizes the characteristic
microorganisms of root caries from the perspective of microbial ecology to advance our understanding of root caries.
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