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Abstract: Objective:To investigate the value of microRNA-29a in identifying of tuberculous pleural effusion and malignant
pleural effusion.To explore the predictive effect of microRNA-29a on the treatment results of tuberculous
pleural effusion.Methods:A total of 48 cases of patients with tuberculous pleural effusion and 40 cases of
patients with malignant pleural effusion treated in our hospital from March 2015 to March 2016 were included
in the study.The mRNA of the blood,sputum and pleural effusion was extracted using Trizol.The expression of
microRNA-29a was assessed by RT-PCR.Patients with tuberculous pleural effusion were treated with routine
treatment (thoracentesis and 2ZHRZE/10HRE chemotherapy).The clinical curative effect reaction of the two
groups were observed. The expression of microRNA-29a of serum was dynamic monitoring before and after the
treatment.The relation between the expression of microRNA-29a and the clinical therapeutic efficacy was
analyzed.Results: The blood and pleural effusion microRNA-29a of patients with tuberculous pleural effusion
was significantly higher than patients with malignant pleural effusion (P < 0.05).But the sputum microRNA-29a
had no significantly different between the two groups.The blood microRNA-29a was downregulated after the
effective treatment of tuberculous pleural effusion.Conclusion:The expression of microRNA-29a in blood and
pleural effusion could be used to identify of tuberculous and malignant pleural effusion.Dynamic monitoring

the changes of serum microRNA-29a could predict the clinical efficacy of tuberculous pleural effusion.
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