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Fig.1 Potential mechanism of CD36/SR-B2 mediating cellular LCFAs uptake
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A ) JILHEE P9 555 A6, I AV ) 28 B % BB et % T 460 % 1m)
WEIF A EE IR R BE B B, 0 IE sl UL 1A 2 i 3R e 15
FHDL, IR R T Re R AR . Rz, Sk IR
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Fatty Acid Translocase CD36/SR-B2 and Its Mediation in
Transmembrane Transportation of Long-Chain Fatty Acids

LUO Dongmei'> WANG Shuiping"****  ZHAO Xueli"*> HAN Xuefeng’

(1. College of Animal Science, Southwest University, Chongqing 402460, China; 2. Key Laboratory for Agri-Ecological
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Experimental Station of Animal Nutrition and Feed Science in Ministry of Agriculture, Institute of
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Abstract; Long-chain fatty acids are important nutrients to maintain normal metabolism of the body, its ab-
sorption, transportation and metabolism have important influences on the health, growth and production of ani-
mals. In recent years, researchers have found that some fatty acid transporter proteins mediated the transporta-
tion of long-chain fatty acids across the membrane. The fatty acid translocase CD36/SR-B2 is an integrated
membrane protein, which could specifically regulate the transmembrane transportation of fatty acids in many
different types of cells. This paper reviewed the current understanding, subcellular localization, functional regu-
lation of CD36/SR-B2 and the transmembrane transportation of long-chain fatty acids mediated by CD36/SR-
B2, and also discussed the regulation mechanism of lipid metabolism by CD36/SR-B2.[ Chinese Journal of
Animal Nutrition, 2019, 31(6) :2552-2559 ]
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