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e R BRFENEEINHAIR R MIS SIREE 2 NATSMEEMERaT . FIBRAEZRISHEREE
RIS/, EAhRE BB ERRIETEEE1A1 (uridine diphosphate glucuronosyltransferase 1A1, UGT1A1) E2i#C
BT KBMEER. AXNFIBRATESERMNE. UGTIA28ERZRM S Z XRERNTIT BN A EEHT
LR, NPEMALIETTIRAETIA.

Abstract: Irinotecan limiting its widespread use in the treatment of various malignancies because of severe
myelosuppression and delayed diarrhea.Irinotecan metabolism is regulated by a variety of genes,which uridine
diphosphate glucuronosyltransferase 1A1 (UGT1A1) plays a key role.This article describes the mechanism of
irinotecan-induced toxicity,the response to chemotherapy and the relationship with UGT1A1*28
polymorphism,and provides a new perspective for the individualized treatment of cancer.
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