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CircRNA在髓系白血病中的研究进展
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A

CircRNA作为一种新型的非编码RNA片段，在髓系白血病等多种疾病的发生发展过程中发挥重要作用。本文针对

CircRNA在合成和功能方面的进展，及其在髓系白血病中的表达及应用进行综述，旨在为髓系白血病患者诊断和治

疗提供新思路。

CircRNA plays an important role as a novel type of noncoding RNAs in the process of various human diseases

such as myeloid leukemia.In this review，we summarize the advances on CircRNA in synthesis，function，

expression and application in myeloid leukemia，aiming at providing new ideas for diagnosis and treatment of

myeloid leukemia patients.
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