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Expression of ATR in invasive ductal breast cancer tissues and its clinical significance
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SlIaRRIESHZERXR. SR ATRIEZLERRATRIPAMERIAZF/70.6% (204/289) . ATRIBMZFRIARIER
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REERKEFZA2 (HER-2) FAMAESTHER-20BMAE, HIF=BHIEEST=RHIINER, ER9EHRIT

FEX (P<0.05) ; ATRE'J%.%@?%%EF FiR. BERS. BREDR. ME', THEBIRI. WERIEREZIR (ER) 7K
. pSIREKIEEERX (P>0.05) . i REUIIERRTATRNSRATESILIREREREX.

Objective: To investigate protein expression of ATR(ataxia telangiectasia mutated and Rad3 related protein) in
invasive ductal breast cancer tissues and the relevant clinical significance. Methods: Totally 289 cases of
invasive ductal breast cancer tissue were collected to construct tissue microarrays. Immunohistochemistry was
used to detect protein expression of ATR. The correlation between protein expression and clinicopathological
parameters was explored. Results: The positive rate of ATR in breast cancer tissues was 70.6%(204/289). The
protein expression was significantly higher in the cases with tumor size>2 cm, TNM stageIl-Ill, PR-positive,
HER-2-positive and non-triple-negative breast cancer(P<0.05).No statistically significant difference was found
in ATR expression according to different ages, menopausal status, histological grade, regional lymph node
metastasis, ER and p53 status. Conclusion: Detection of ATR protein expression by immunohistochemistry

may help to investigate the biological behavior of the breast cancer.
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