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lncRNA在宫颈癌预后中的研究进展
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Research progress of lncRNA in prognosis of cervical cancer
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宫颈癌是妇科常见肿瘤，近年来体内外研究发现长链非编码RNA（long non-coding RNA，lncRNA）的表达水平与宫

颈癌预后密切相关。本文对近年来lncRNA在宫颈癌预后中的研究成果进行简要概述。

Cervical cancer is a common gynecologic tumor.In recent years，in vitro and in vivo studies have found that the

expression level of long non-coding RNA (lncRNA) is closely related to the prognosis of cervical cancer.In this

paper，the recent research results of lncRNA in cervical cancer prognosis were briefly reviewed.
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