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[ Abstract] Objective To investigate the effects of miR-191-5p on cell migration, clone
formation and proliferation of gastric cancer (GC) cells. Methods The level of miR-191-5p expression was
detected by real-time reverse transcriptase-polymerase chain reaction (RT-PCR) in 60 paired GC tissues and
their adjacent normal tissues. miR-191-5p overexpression was achieved by transfection of construct
pcDNA-miR-191-5p into GC cells. The migration, clone formation and proliferation of GC cells were
detected by the scratch wound assay, clone formation assay and cell counting kit-8 (CCK-8), respectively.
Low expression of miR-191-5p was achieved with miRNA-191-5p inhibitor. The binding sites of
cyclin-dependent kinase 6 (CDK6) and miR-191-5p were analyzed using TargetScan software, and the
interaction of CDK6 and miR-191-5p was verified using dual-fluorescence reporter gene expression. Western
blot (WB) was used to detect the effect of miR-191-5p on the expression of p21 and CDK6 proteins.
Results miR-191-5p decreased in 53 cases (88%) of GC tissues compared to their controls. Furthermore,
overexpression of miR-191-5p effectively inhibited the migration, clone formation and proliferation of GC

cells (P<0.05). Dual-fluorescence reporter confirmed that miR-191-5p bound to 3'UTR of CDK6. WB
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showed that pcDNA-miR-191-5p inhibited the CDK6 expression but promoted the p21. Conclusion

Down-regulation of miR-191-5p has a correlation with the progression of GC. Overexpression of miR-191-5p

can decrease the expression of CDK6 and inhibit the growth of GC cells.
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