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Studies on Fusants Derived from Intergeneric Protoplast Fusion
of P.sapidus and L. edodes by RAPD Analysis
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Abstract RAPD is a novcl fnolccula: biological technique. P. sapidus, L. vedodes and their intergeneric
fusants were tested by RAPD method using 28 randomly sclected primers. In bands gained from fusants
by amplification reaction, there were 64 bands with the same position as in P. sapidus (the similarity index
(S1) was 70.6%), 14 bands as in L. edodes. This rcsults illustrated that fusants are true hybrid derived from
protoplast fusion procedure, but the genetic information obtained from the two parents were not equal.
Moiccular biological evidence of protoplast fusion had obtained first time in edible mushroom by RAPD
method in this experimeni, we suggest that this technique is a valuable genetic marker for mushroom
study.
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RAPD (Random Amplified Polymorphic DNA)R IR JLEH RN —#HFEN O FEYEER, ERVEH
Williams ' (1990) 1 Welsh > (1991) ZABF5e/MA R BAEREM, Crowhrust % © (1991) FHEBAN A H#
RARRTTHREEE; Martin % P (1991) ELHBE A FMESEEEZM RAPD 254, BT S5H
Pseudomonas W #FH RFELM DNA B, RAPD FERAARE. MENSNE CEEYEETRNAET
FRERRR, BERAETHONA, %K LIRGE.

ABRIAE A RAPD FiE G T R HBA DGR #AT/H T, DBTHARL lZE B R EAME, 3fi—
W EE RS 5 05 T L Y2 1R.

18 B M %

1.1 XBHH

FEE(P. sapidus) : SKTARE.; FI5( L. edodes): 7402; R 18 R4 R (A & F PR HR(F). ©
1.2 DNA 4%
12,1 RAeRERNE—ROBmMmEE  FAEREORSECER (1) #457. RWME 1LSml BOEPEFT, SEH
L% & 0 JE A R AR 1004 TE B oR 3, 1B 515 00 40041 M8 52 vh ¥, SSCKIB MR 4 /N, MR BHHTFR S
CHR () ).
122 |AKE  HEEXR 4 #17.
1.3 S|REHE

B 518 0% E Operon A 8] 75, TRP{E T 28 NS5, FiERHA A T#4T PCR 314,
1.4 PCR ¥ 18 & [ & 1%

P18 KA BRI, 250l P 3E Tris—HC), pH8.3, 10mmol / L; MgCl, 2mmol / L; KCl 50mmol / L; 8
B 0.001%; 4 FiZTF B EH 0.1mmol / L; 514 15ng; B4R DNA Sng; Tag §§ 0.5 AL (FER2EBGRIEHN; A
40ul, R BRFMT:

RIBEWTEE 94CRYE 2 505, RIGHEATETF: 94 T 1 4040, 36 THEAE 1 445, 72 TIEN 2 534, 3t 44
MR, BSFE 72 CHRE 10 %80, BHRIGHEE 4 CHRHET. PCR {2 PERKIN ELMER /A #] DNA Thermal
Cycler 480, ¥ I8P=¥#E 1.4% LUEMBBR F 3k, ML Z 5 e o, AMT T OLEE. M.

1.5 fHEUERASIT

XY DNA K Bafif7 T AU B(Similarity Index) 4347, AFXHNS, =2-N_ /(N + N ) x 100%. HH,

N, R R x f0 p LA DNA H BB, N FO N, 4500008 x fl y 45 B 10 DNA ¥ HBE.

24 B

HARRFA R RBENEUREGET RO TRIOTE. METRESEEA DNA, 0.6% HUEERL
KERERW, bl &0 DNA 4+ TRK, B4 FE#, WH T PCR K.

TRIGERT 28 M3 YMBE T, FHREFHERITT MR, RT 3 051955 HATIWRT MY REE
BEARRE BERE b 4) s W A0 HE, REISI T (0 HE A 0—13 MRS, P38 1 Br—RLZE 0.5—2.0kb 2 Jd], JH 28 -l
SIS FRACEE. &) RS T F, AT #= g0 dk i Bo 5, &R BmuT:

21 EHESEREYTMERNLR
28 NSRRI B 108 KEH (TSI 3.9 &), FE 96 KT 3.4 % /5148). NAEKHFEE,

O: FXF AR T~ B F I ZB A, ARG NFEE.
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ZEREERERME L EH29 L. PHNE), 2, KBEH 30 XiSHHARKTEER, B AR
% 29.4%.
22 BAEFESFENLER

A F I 147 K, K RES 90 &) 5 F2EHE], HEEECh 70.6% . EHNSIYP, BETFS
FEEMT MG REARAMFBIGE 1 9314 C-08. D-18. A-13, FP L), LAMNSIY, —ELRELME 1,
D-08. B-17). LM MW 2 PASINT M RF. P A ) BB,

C-08 D-18 A—13 D-08
L F P LF P LFP L F p

B AHYLEY C-08 (TGGACCGGTG), D-18(GAGAGCCAAC), A—13 (CAGCACCCAC),
D—08(GTGTGCCCCA), B—17 (AGGGAACGAG) # T 5 R
L: &% F: & T; P T
D~03 C-10 B-07 F-16 A-03
L F P LAEP“LFP LFP'LFPM

B2 RS D-03(GTCGCCGTCA), C-10(TGTCTGGGTG), B~07(GGTGACGCAG),
A—03(AGTCAGCCACQ), F-16(CGAGTACTGG)i# 17 Mgt R
L: &I F: B&F; P: V8 M: 5 FRIFIC,

23 MAETSEEMNLER
BE THEHEEIA LLE, A 40 RIEHAIR, H LR ECH 33.0%, 555 2.2 R W, KT 5 P804
LI E(70.6%), {HF L3k 2.1 Ak, X@TFRCE BN, EME F5FENEIETR, G 14 KiEHY



40 % {& HEREDITAS (Becijing) 1995 17 %

A FERLEA, B 2 £5190RE T b, MERDY BR 8 FHENIEFCEEPRA).

B, B FEFGEHEER ), SCRSMETA 26 FAARIEH, BTUAA B BIGEN LA I (30 4&) #TT
ERATHRALE, BER 1ETEE, BA T 147 K0P, B 26 FHDGRRH, 5 17.7%, 5FEHFEIN 64
%(43.5%), SELHEIN 14 &(9.5%), B B DGRMHAT A 104 5, & 70.7%, 2R 43 5&(29.3%) IWE FHH
L0 g8

F1 28N HVGIMELD. METRVHNT MR

ORI AR | LFPILR | LP X | LPIF | FPMH | FPIA | FLAH | FLIRH | ARHE(%)
F BWL 96 26 4 30 0 26 14 40 S =330
#WEF (F) 147 26 0 26 64 90 14 40 S,p=29.4
T 15 P) 108 26 4 30 64 90 0 26 Spp=70.6

3t ®

R RAPD HEE, difGFRBENLEI Y 1009 | RisaE AR T8y M0 3 AL o i — AN RIS A0 O, B Itk A&
FH BIIOEE T 25 108 ML, AT 147 ML, T 96 MK,

55T EE N R R (0 KB R F EUE, SE 25 R T U E B (Pleurotus), F 15 N B 15 R (Lentinus), B R ZXRE
i, HEEANM RIS AR, RE Y5054 008 2 BMF P X B A [ F W, PCR §# =4 935 &
FEHF, AT WA REE, HIFMIBHEA ST = 294% ), ERAFEN.

MBS TR RE, AT REEHE NS TR, A5 EEHR, BRASCRETE—H05 TR,
{He1 RAPD 89 FER R A0, HIE KA DNA A 5 TR RBN TR, NASESHFENTFR. XRNMET
RPEEREE R DR, ATREDGTMEATOES. £0ER. BRABSHENS TR L,
W R T R R RS 095 TAEYEIEE.

BB Williams 2(1990) ' #R, RAPD %% 2 B EBUR H B8 15, ARALR G £ IIGEM A IE
HRA L HUERS F IR, WA BRI BERS T, ARRIGE B0 AN, ME T BT H
B, X RRRMAENEASIRIIMSE S LEBENER. MEERE TS RERR, GRSRERT L
B, WA T H5TEE NEE, BIERAREMA &, e TFASGERBUBEERRS. hTRTRE M
KA EHEAR, BREUMRES S, iR 4T IGE DNA lEHHATRAHE DNA 5%, (0 HITH K MR
B OtX 7 T ISR, A FF i — BT,

FER TR, XM RAPD J7 8k 5T 7o i e KA S 00 T R 38 ) I hac, 76 S50 SR ARG b6 42
BT, TSRO0 55 BT 5 e SR MR A3 BT R AT T2 69 B 4L
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