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Fig.1 Electrophoretic pattern of crude
mtDNA of A. bisporus on 0.8% agarose gel

M: A DNA/EcoRI+ Hindlll Markers. Similarly
here in after.
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Fig.2 Band patterns of crude mtDNA of
A. bisporus by endonuclease digestion

Lane 1:non—-enzyme CK; Lane 2,3:;4,5;6,7;
8,9:bands of Hae I, Cfol, MspI, Taql; Lane
2,4,6,8: 2796 crude mtDNA; Lane 3,5,7,9: 751-341
crude mtDNA.
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Fig.3 Band patterns of crude mtDNA of
A. bisporus by Haelll digestion




Lane 1:non—enzyme CK; Lane 2-6:Digestion patterns of 2796, 4607, 8213, W95-2, 02
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Fig.4 Band patterns of crude mtDNA of
A. bisporus by Cfol digestion

Lane 1:non—enzyme CK;

Lane 2-6:Digestion patterns of 2796, 4607,
8213, W95-2, 02
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Analysis of Crude mtDNA of Agaricus bisporus by Endonuclease



Digestion

Liao Jianhua Wang Zesheng Chen Meiyuan Li Hongrong Lu Zhenghui
(Fujian Research Institute of Light Industry, Fuzhou, 350005)

Abstract: An extraction method for the crude mtDNA of Agaricus bisporus was developed,
and the crude mtDNAs of parent and offspring strains of As2796 were obtained and digested by
endonuclease Haelll. Cfol. Mspl and Tagl, then the digestion results were analyzed and discussed.
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