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Abstract : IGS1 genes were dbtained by FCR amplification from genome DNA of Tricholoma matsutake fruit bodies coll ect-
ed from 16 counties in Yunnan . These gene fragments were digesed by restriction endonuclease Cirl3 . Two distinct
IGS1 DNA types were identified, namely A and C . Among the 127 fruit bodies investigated, 126 beong to type A while
one framn Janchuan (T89) bedongsto type C . Our results dso showed that there are no dgnificant heterogeneity in the IGS1
genes o these fruit bodies, except double CTTTs found in representative IGSL gene of type A . The primary IGSL RALP

pattems of Tricholoma matsutake from Yuman are very similar to those fran Japanese, implying that Tricholoma matsutake
of these two areas are likely to be homol ogous .
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Table 1 Samples of Trichdoma matsutake
1GS1
Locality Voucher
IG5l pattern
Songming, Yunnan (H.S.Ding) TF4, TF6 (YUKU) A
Luguan, Yunnan (H.S.Ding) TF91, TF92, TF93, TF94, TF95, TF96, TF97, TF98, TF99 (YUKU) A
Luliang, Yunnan (H.S.Ding) TF176, TF177 (YUKU) A
Yimen, Yunnan (H.S.Ding) TF140, TF143, TF144, TF145, TF146, TF147, TF173, TF174, TF175 (YUKU) A
Lorglin, Yunnan (H.S.Ding) TF121, TF122, TF123, TF124, TF125, TF126, TF127, TF128, TF129 (YUKU) A
Lijiang, Yunnan (H.S.Ding) TFI5, TF®B, TF5L, TFR2, TR, TP, TF%, TF%, TR/, TFB, TFM, TFED (YUKU) A
Lincang, Yunnan (H.S.Ding) TF131, TF134, TF135, TF136, TF137, TF138, TF139 (YUKU) A
Lanping, Yunnan (H.S.Ding) TFUO, TF112, TFL13, TF114, TF116, TF117, TF118, TF119, IF185, IF186 (YUKU) A
Zhongdian, Yunnan (H.S.Ding) TF41, TF43, TF44, TF45, TF46, TF47, TF48, TF49, TF50 (YUKU) A
Degin, Yunnan (H.S.Ding) TF100, TF101, TF102, TF103, TF104, TF105, TF106, TF107 (YUKU) A
Weixi, Yunnan (H.S.Ding) TF29, TF31, TF32, TF33, TF34, TFH, TFXH, TF37, TF38, TF39, TF40 (YUKU) A
Yongping, Yunnan (H.S.Ding) TF61, TF62, TF63, TF64, TF65, TF66, TF68, TF69, TF7/0 (YUKU) A
Janchuan, Yunnan (H.S.Ding) TF82, TF83, TF84, TF86, TF87, TF88, TFI0 (YUKU) A
Janchuan, Yunnan (H.S.Ding) TF89 (YUKU) C
Nanhua, Yunnan (H.S.Ding) TF27, TF72, TF74, TF75, TF76, TF77, TF78, TF79, TF80 (YUKU) A
Lufeng, Yunnan (H.S.Ding) TF5, TF26, TFIS, TFI5L, TFR2, TFIS3, TFI4, TF1%, TFIS57, TFISS, TF1S (YUKU) A
Chuxiong, Yunnan (H.S.Ding) TF172 (YUKU) A
(H.S.Ding) TF11 (YUKU) A

Withaut predse locdity, Yunnan

A C RRAP

Note: A and C represent RALP pattern .
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Fig. 1 Electrophoreses patterns of representative IGSL-RFLP d T. matgake from Yunnan
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Fig . 2 Electrophoreses patterns of representative
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