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Abstract: The anchored ISSR analysis of Pleurotus cornucopiae was carried out for identification of the thirty
cultures cultivated from 1982 to 2004 in China. The polymorphic DNA fragments could be produced by both of
the primer P, and Ps for the tested cultures of P. cornucopiae Forty-five bands arose from primer P,, 200~20000
bp in length and thirty-nine bands arose from primer R, 500~15000 bp in length. All of the bands brought
polymorphic among the tested strains. The thirty cultures of P. cornucopiae were divided into 15 groups, i.e. 15
stains under similarity of 61% by cluster analysis. The cultures with the same ISSR profiles and 100% similarity
of cluster analysis probably belong to the same strain. The results show that the environment of the wild
mushrooms is faced with the contamination of germplasms from the commercia varieties. The ISSR profiles of
wild P. cornucopiaein Hebel, Shandong and Y unnan are equa to those of commercia varieties cultivated before,
and the similarity anayzed by UPGAMA is 100%.
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1998
(oyster)
DUS
DNA
random amplified polymorphic DNA, RAPD restriction fragment
length polymorphism, RFLP amplified fragment length
polymorphisms, AFLP inter smple sequence repeat  ISSR
DNA microsatellite simple sequence repeat
SSR SSR
SSR ISSR SSR SSR PCR
ISSR-PCR 3 5
1~7 5 3
ISSR Gristeta. 1993 Zietkiewiczetal. 1994 Fisher
ead. 1996 ISSR Fang & Roose, 1994 Levi & Towland, 1997
1982 P. cornucopiae ISSR
ISSR
1
11
30 27
2 23 29 1
1 ACCC 1
1.2
1.2.1 DNA CTAB
122 5 P, Ps
123 PCR 25uL 10xPCR 2.5uL dNTPs
10mmol/L 2uL 5umoal/L 2uL  TagDNA 0.75U 50ng
ddH,O
1.2.4 iCycler PCR 92 5min 92

1min 49 1min 72 5min 30 72 7 min
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1
Table 1 Tested strains and their origin for P. cornucopiae
No. Original No ACCC No Origin

1 PI-30 51233 1991

2 51350 , 2001

3 33 50429 1991

4 Pg2 51372 2003

5 Pgl 51371 2003

6 50397 1988

7 51267 2001

8 50340 1987

9 50940 1999

10 26 51263 2001

1 33 51268 2001

12 51018 2001

13 50499 1990

14 CCEF 89 50596 1992

15 50941 1999

16 50160 1982

17 PI-37A 50162 1982

18 29 51264 2001

19 30 51265 2001

20 31 51266 2001

21 P31 51369 2003

22 P33 51370 2003

23 1 50994 1999
24 11 50495

1991

25 51423 2004

26 9008 50524 1988

27 8603 50341 1987

28 10 50316 1987

29 2 51455 2003
30 876 50339 1987

125 1.4% ?DNA/Hind +EcoR
0.5ug/ml EB Gel-Pro Anayzer
DNA 1 0

UPGAMA
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2
21
5 Ps Ps DNA
100 P4 45 200~20 000 bp
6 11 7 Ps 39 500~15
000bp 6 13 10
ISSR
18~26 27~29 3
1 Py P. cornucopiae ISSR

1~15 1~7 11~15 17 26 29 CK M ?DNA/Hind +EcoR

Fig. 1 The ISSR profiles of partial strains of P. cornucopiae by primer P,

1~15: strainNo. 1~7 11~15 17 26 29;CK:check M: marker, DNA/Hind +EcoR

2 Ps P. cornucopiae ISSR

1~15 1~7 11~15 17 26 29 CK M ?DNA/Hind +EcoR

Fig. 2 The ISSR profiles of partia strains of P. cornucopiae by primer Ps

1~15: strainNo. 1~7  11~15 17 26 29;CK:check M: marker, DNA/Hind +EcoR
2.2

17 30 2
25 30 5 40 30
12 61 30 15
2 4 15 100

18~26 27~29
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3
18~26

Ps P. cornucopiae ISSR
27~29 CK M ?DNA/Hind +EcoR

Fig. 3 The same I SSR profiles of partial strains of P. cornucopiae by primer Ps,
indicating the samilar of N0.18~26, the samilar of N0.27~29; CK: check M: marker, DNA/Hind +EcoR

2 P. cornucopiae
Table 2 Groups divided by UPGAMA for tested cultures of P. cornucopiae

group including strains
| 1 PFI-30
1 2
11 3 33
A% 4 P2
\% 5 P1
VI 6( ) 810 26
VII 7
VI 11 33
IX 12
X 13
Xl 14 CCEF 89
Xl 15
X1 16 17 PI-37A
XV 18-26 29 30 31 P31 P33 1 11 9008
XV 27-30 8603 10 2 876
ISSR RAPD
ISSR 20nt RAPD 10nt

RAPD AFLP RFLP

1991 1999

ISSR

ISSR
ISSR



120 26

1988 26 9008 ISSR
100 2003 29 2 1987
30 876 ISSR 100

vegetative compatibility group VCG

017 0.40 0.60 0.80 1.00

#2 2
#5 S
# 1
#3 3
#8 11

% #4 4

|| 4{ #1s5  27-30
#1215
#14  18-26
#11 14
#6 6
#13 16,17
#7 7
#10 13
#9 12
4 P. cornucopiae UPGAMA 1-30
Fig. 4 The cluster analysis used UPGAMA for tested strains in P. cornucopiael-30 stands for strain no.
ISSR  DNA UPOV
ISSR GB/IT
19563-2004
Mooreetal. 2001 20
Agaricus bisporus Lange Singer 14 2 RAPD
Kazuhisaetal. 2002 AFLP
15 Saito et al. 2002 RFLP-PCR-RAPD
Lentinula edodes Berk. Pegler rDNA  IGS 16

2004 IGS-RFLP
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Pleurotus nebrodensis  Inzenga Quél 2005 RFLP
Pleurotus eryngii DC..:Fr. Qué 9
SSR ISSR

SSR ISSR

P. cornucopiae SSR GenBank: AJ430509, AJ430506
ISSR P. cornucopiae
DNA
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